ITABLE 3H | 


Genes Corresponding To Differentially Expressed Genes in Figure 15 - H 


yperlipidemia 


Spot 


p-value 


Description 


Gene 

Accession no. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


75 


0.020091 


GC20 protein (=AF077052 protein 
translation factor suil homologue) 


AF064607 




NP_005866 


1 \JO 




ciinprvillin ^SVII ^ trancrrinfr variant 9 

OUpCI VII III 1 LI dl Idlvl IfJl VdllCiilL Z, 

mRNA /cds=(754,7398) /gb=NM_021738 

/ni=114QRQft1 /iifi=HQ 1^4^67 /l^n-R^nn 


MM H9171R 


no. I v/HvJD / 




120 


0.007323 


Sjogren's syndrome/scleroderma 
autoantigen 1 (SSSCA1), mRNA 

/rrlc=/91 R9ftt /nh-MM HORROR 

/gi=5453837 /ug=Hs.25723 /len=661 


NM_006396 


Hs.25723 


NP_006387 


131 


0.030461 


AD-012 protein (LOC55833) (=AB040924 

KIAA14Q"M 


NM_018449 




NP_060919.1 


152 


0.004433 


mRNA; cDNA DKFZp761P18121 (from 
clone DKFZp761P18121) 
/cds=(127,2289) /gb=AL834147 

/yi ^ i # osu^u 'Uy — no.Ht 1570 /icii - ttoD 


AL834147 


Hs.44198 




153 


0.037129 


cDNA, 5' end /clone=IMAGE:5405127 

/clone_end=5' /gb=BI868971 

/gi=1 6042644 /ug=Hs.25523 /len=730 


BI868971 . 


Hs.25523 


NP_036231 


1 *S4 


n 098474 


(DJ328E19.C1.1), mRNA /cds=(1 8,2783) 
/gb=NM_015383 /gi=7657016 
/ug=Hs.218329 /len=3689 


mm 

INIVI U I OOOO 


ns.z i oozy 


MP H^RIQft 


I 1 o 


U.UZO I sj I 


Mnn I** \o protein \"r\ex i ) t mr\iNr\ 
/cds=(24,5003) /gb=NM_020820 
/gi=19882228 /ug=Hs.109315 /len=5861 


mm n9nft9n 

INIVI_UZUoZU 


ns. i uyo I 0 




97R 


n ni4Qa& 


coaiomer proiein complex, suuunii 
gamma (COPG), mRNA /cds=(76,2700) 
/gb=NM_016128 /gi=21359909 
/ug=Hs.266914 /len=3075 


MM HiAIOft 
INIVMJlOlZO 


L-le OR^QI/1 


INrMDOOY Do 


284 


0.039603 


translin-associated factor X (TSNAX), 

mRNA /rric— M^Q miH /nh— NIWI nflRQQQ 
lllfxINM /OUo — \ I I UO 1 ^ /yU— INIvl UU0^7^79 

/gi=20302159 /ug=Hs.96247 /len=2667 


NM_005999 


Hs.96247 


NP_005990 


345 


0.004433 


cofactor required for Sp1 transcriptional 

mRNA/cds=(63,764)/gb=NM 004270 
/gi=22001418 /ug=Hs.279902 /len=1235 


NM_004270 


Hs.279902 


NP_004261 


354 


0.018694 


stromal cell-derived factor 2 (SDF2), 
mRNA /cds=(40,675) /gb=NM_006923 
/gi=14141 194 /ug=Hs.1 18684 /len=1075 


NM_006923 


Hs. 118684 


NP_008854 


418 


0.013901 


tumor protein D52-like 1 (TPD52L1), 
mRNA /cds=(181,795) /gb=NM_003287 
/gi=4507640 /ug=Hs.16611 /len=1325 


NM_003287 


Hs. 16611 


NP_003278 i 



Genes Corresponding To Differentially Expressed Genes in Figure 15 - Hyperlipidemia 


opOl 


p-vaiue 


uescnpiion 


oene 

Accession No. 


1 Ininono 

umyene 

Accession 

No. 


r rule in 

Accession 
No. 


429 


0.01738 


NPD009 protein (NPD009), mRNA 

/CU5— \ IOZ/, lOf ( ) /gD— INIVI_UZUOOO 

/gi=24476005 /ug=Hs.283675 /len=2514 


NM_020686 


Hs.283675 


NP_065737 


451 


0.047854 


golgi phosphoprotein 2 (GOLPH2), 
mRNA /cds=(1 51 ,1353) /gb=NM_01 6548 
/gi — a /uouo4 /ug— ns. loz* yo /len-oiKfZ 


NM_016548 


Hs. 182793 


NP_808800 


469 


0.041375 


Similar to adducin 1 (alpha), clone 

IVIoLf.4*f*fZ / IIVIAo t. OZy / oo / , ITiKINA, 

complete cds /cds=(869,2857) 
/gb=BC042998 /gi=281 75763 
/ug=Hs. 183706 /len=4761 


BC042998 ! 


Hs. 183706 


NP_789771 


^19 
0 IZ 




mwrkein IYR ^MVHQR^ mPMA 

myosin iad ^iviYuyB^, mrviNA 
/cds=(1 ,6069) /gb=NM_004145 
/gi=4758749 /ug=Hs. 159629 /len=6069 


inivi_uu4 i*fO 


ns. loyozy 


IN r_UU4 I oo 


^79 

Of Z 




nruJ dULUpildyy 0-lll\c ^o. Ucicvlolde^ 
fAPf^l \ mPMA /rHc-/^97 A.ARA\ 

/gb=NM_004849 /gi=4757797 
/ug=Hs.11171 /len=3247 


MM C\C\A9KAQ 
IN IVI uu*to**y 


He 11171 

ns. i i 1 1 i 


INr UUHO^fU 


Of O 


u.uuoy^z 


ancieni uDiquiious proiein i (/\ur i 
mRNA /cds=(69, 1499) /gb=NM_012103 
/gi=6912259 /ug=Hs.173736 /len=1664 


mm ni9in^ 

INIVI_U IZ lUo 


ns. i f ov oo 


INr_UOOZoO 


DUO 


u.uuyooz 


f\~ra nana 

yj i ro gene 


z.1 iyuu 






611 


0.036892 


podocalyxin-like (PODXL), mRNA 
/cds=(251,1837)/gb=NM 005397 
/gi=4885556 /ug=Hs. 16426 /len=5869 


NMJJ05397 


Hs. 16426 


NP_005388 


687 


0.039603 


mutS 3 (E. coli) (MSH3), mRNA 

/COS— ( J / ,o4Uo; /gD-lNM_UUZ4oy 

/gi=4505248 /ug=Hs.42674 /len=4374 


NM_002439 


Hs.42674 


NP_002430 


711 


0.047854 


NADH dehydrogenase (ubiquinone) 1 
aipna suocompiex, y t oyKua (iNUUrAy), 
rriKNA /cas— (zu,i too) /go— inivi_uuouuz 
/gi=201 27470 /ug=Hs.75227 /len=1343 


NM_005002 


Hs.75227 


NP_004993 


825 


0.024824 


thioredoxin-like 2 (TXNL2), mRNA 
/cds=(5,1012) /gb=NM_006541 

/ni— ^7^01 /nn— Mc AORAA /Ion — 1Q49 

/gi— o/ ou lUo /ug— ns.4zo44 /ien— iy**z 


NM_006541 


Hs.42644 


NP_006532 


ooy 


n n^7i9Q 
u.uof izy 


If I A AH7ft1 
t\l AAU / 0 I 


ADU 1 OOZ4 






840 


0.039603 


MAX interacting protein 1 (MXI1), 
transcript variant 1, mRNA 

/gi=18641369 /ug=Hs.1 18630 /len=2643 


NM_005962 


Hs. 11 8630 


NP_569157 


865 


0.034784 


mitochondrion, complete genome 


NC 001807 






941 


0.032563 


polybromo 1 (PB1), mRNA /cds=(1 5,935) 
/gb=NM_018165 /gi=8922564 
/ug=Hs.44143 /len=3131 


NM_018165 


Hs.44143 


NP_060783 



Genes Corresponding To Differentially Expressed Genes in Figure 15 - Hyperlipidemia 


Soot 


p-value 


Description 


Gene 

Accession No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


985 


0.011929 


PABP-interacting protein 2 (PAIP2), 
mRNA /cds=(1 50,533) /gb=NM 016480 
/gi=1 9923458 /ug=Hs.396644 /len=1514 


NM_016480 


Hs.396644 


NP_057564 


993 


0.039603 


CREB binding protein (Rubinstein-Taybi 
syndrome) (CREBBP), mRNA 
/cds=(1 99,7527) /gb=NM 004380 
/gi=4758055 /ug=Hs.23598 /len=8694 


NM_004380 


Hs.23598 


NP_004371 


1023 


0.011929 


v-fos FBJ murine osteosarcoma viral 
oncogene (FOS), mRNA /cds=(1 56, 1298) 
/gb=NM_005252 /gi=6552332 
/ug=Hs.25647 /len=2084 


NM 005252 


Hs 25647 I 


NP 005243 


1051 


0.006254 


HSPC133 protein (HSPC133), mRNA 
/cds=(83,481) /gb=NM_014168 
/gi=7661791 /ug=Hs.273063 /len=963 


NM_014168 


Hs.273063 


NP_054887 


1073 


0.04496 


HSPC009 protein (HSPC009), mRNA 
/cds=(20,340) /gb=NM_014019 
/gi=7661731 /ug=Hs.16059 /len=793 


NM_014019 


Hs. 16059 


NP_054738 


1091 


0.028474 


retinoblastoma binding protein 2 
(RBBP2), mRNA/cds=(153,5321) 
/gb=NM_005056 /gi=4826967 
/ug=Hs.76272 /len=6455 


NM_005056 


Hs.76272 


NP_005047 


1115 


0.032563 


H3 histone, family 3A (H3F3A), mRNA 
/cds=(116 526) /ab=NM 002107 
/gi=22027640 /ug=Hs.181307 /len=1047 


NM_002107 


Hs. 181 307 


NP_002098 


1134 


0 039603 


cDNA FLJ30093 fis clone 
BNGH41 000033. /gb=AK054655 
/gi=16549241 /ug=Hs.349261 /len=2926 


AK054655 


Hs 349261 




1143 


0.020091 


mRNA, chromosome 1 specific transcript 
KIAA0493. /gb=AB007962/gi=3413936 
/ug=Hs.406706 /len=5734 


AB007962 


Hs 406706 




1169 


0.013901 


cDNA FLJ 14044 fis, clone 

HEMBA1006124. /gb=AK024106 

/gi=1 0436404 /ug=Hs.278004 /len=1398 


AK024106 


Hs.278004 




1171 


0.021575 


integrin, beta 1 (fibronectin receptor, beta 
polypeptide, antigen CD29 includes 
MDF2, MSK12) (ITGB1), transcript 
variant 1A, mRNA/cds=(127,2523) 
/gb=NM_002211 /gi=1 9743812 
/ug=Hs.287797 /len=3700 


NM_002211 


Hs.287797 


NP_596867 


1183 


0.005275 


F-box only protein 25 (FBX025), mRNA 
/cds=(177,1052) /gb=NM_012173 
/gi=16306503 /ug=Hs.81001 /len=1320 


NM_012173 


Hs.81001 


NP_036305 


1230 


0.030461 


DKFZp434B102 (from clone 
DKFZp434B102) 


AL080192 







3 



Genes Corresponding To Differentially Expressed Genes in Figure 15 - Hyperlipidemia 


Spot 


p-value 


Description 


Gene 

MUUCOOlUII llU. 


Unigene 

Mtl/COOlUII 

No. 


Protein 

Arrocc ir*n 
MLUcboiUII 

No. 


1236 


0 030461 


matrix metalloproteinase 9 (gelatinase B, 
92kDa gelatinase, 92kDa type IV 
collagenase) (MMP9), mRNA 
/cds=(20,2143) /gb=NM_004994 
/ai=4826835 /ua=Hs 151738 /len=2334 


NM 004994 


Hs 151738 


NP 004985 


1257 


0.020091 


isovaleryl-CoA dehydrogenase (IVD) 
gene, exon 12 and partial cds 


AF038318 






1280 


0.035142 


hypothetical protein FKSG32 (FKSG32), 
mRNA /cds=(31, 1476) /gb=NM_031307 
/ai=13775233 /ua=Hs 98682 /len=1776 

/Ml 1 \J 1 r vfavw / Um 1 1 0 ■ \J\J\J£~ /loll If 1 \J 


NM_031307 


Hs.98682 


NP_1 12597 


1283 


0.029795 


interleukin 1 receptor accessory protein 
(IL1RAP), transcript variant 1, mRNA 
/cds=t / 207 1919Wab=NM 002182 
/gi=24430220 /ug=Hs.173880 /len=4726 


NM_002182 


Hs. 173880 


NP_608273 


1286 


0.004838 


FLJ22781 fis, clone KAIA1958 
/cds=UNKNOWN /ab=AK026434 
/gi=10439298 /ug=Hs.213236 /len=2599 


AK026434 


Hs.2 13236 




1308 


0 028474 


collaaen tvDe VI alDha 3 fCOL6A31 
transcript variant 1, mRNA 
/cds=(256,9786) /gb=NM_004369 
/gi=4758027 /ug=Hs.80988 /len=10558 


NM 004369 

INIVI Uu^vJUC' 


Hs 80988 


NP 47(3508 


1316 


0 004822 


/cds=(66,287) /gb=NM_024292 
/gi=13236509 /ug=Hs.13836 /len=413 


NM 0?4?Q? 

INI VI Wt.*Ti.v/t 


no. i ooou 


Mp n779R« 
1 N. i U / / ^UO 


1323 


0.020091 


KIAA1630 protein (KIAA1630), mRNA 
lcd^=(T> 98^1^ /nh=NM f)187nfi 

/gi=1 8375677 /ug=Hs.271586 /len=3180 


NM_0 18706 


Hs.271586 


NP_061176 


1336 


0.024824 


Novel mRNA from chromosome 1, which 
ha^ ^irnilaritip^ to RAT? npnp«5 

1 IQO Oil 1 IIIGI lllwO WJ t-ff \ 1 £m ^C7I ICO 

/cds=(58,8163) /gb=AL096857 
/gi=5541862 /ug=Hs.69559 /len=10174 


AL096857 


Hs.69559 


NP_055987 


1362 


0.016146 


ADP-ribosylation factor related protein 1 

(ARFRPI^ mRNA /cds=M2 617^ 
/gb=NM_003224 /gi=4507448 
/ug=Hs.389277/len=1559 


NM_003224 


Hs. 389277 


NP_003215 


1387 


0.024313 


hypothetical protein FLJ 10335 
(FLJ10335), mRNA/cds=(34,1161) 
/gb=NM_018062 /gi=8922359 
/ug=Hs.279841 /len=1678 


NM_018062 


Hs.279841 


NP_060532 


1407 


0.037129 


zinc finger protein 9 (a cellular retroviral 
nucleic acid binding protein) (ZNF9), 
mRNA /cds=(1 03,636) /gb=NM_003418 
/gi=4827070 /ug=Hs.2110 /len=1500 


NM_003418 


Hs.2110 


NP_003409 



Genes Corresponding To Differentially Expressed Genes in Figure 15 - Hyperlipidemia 


Soot 


n-valnp 


Descriotion 


Gent* 

Accession No. 


I In inpnp 

Accession 

Kin 
INO. 


Prntoin 

Accession 

NO. 


1449 


0.0068 


apoptosis related protein APR-3 (APR-3), 
transcript variant 1 , mRNA 
/cds=(336,851) /gb=NM_016085 
/ni=1 81 05011 /un=H<? Q597 /lpn=10Rfi 


NM_016085 


Hs.9527 


NP_542159 


1464 


0.013901 


Escherichia coli K-12 MG1655 section 
351 of 400 of the complete genome 


AE000461 






1481 


0.047854 


polymerase (RNA) II (DNA directed) 
polypeptide K, 7.0kDa (POLR2K), mRNA 
/rrte=ffi7 94^ /nh=NM 0050^4 

/gi=14589955 /ug=Hs.351475 /len=540 


NM_005034 


Hs.351475 i 


NP_005025 


1530 


0.011037 


fibroblast growth factor receptor 3 

\aOI IU( lui upidold, U la I IcHUpi IUI IL* UWal Noilly 

(FGFR3), transcript variant 1, mRNA 
Ice\*=(40 94fi0^ /nh=NIM 000149 

/gi= 131 12046 /ug=Hs.1420 /len=4093 


NM_000142 


Hs.1420 


NP_075254 


1535 


0.015733 


mRNA for KIAA0752 protein, partial cds. 
/cds=(1 , 1 006) /gb=AB01 8295 
/ai='?882224 /ua=H<; 12R77Q /lpn=477? 


AB018295 


Hs. 126779 


NP_775934 


1549 


0.005746 


BRCA1, Rho7 and vatl genes, complete 
cds, and ipf35 gene, partial cds 


L78833 






1553 


0.047854 


lymphocyte cytosolic protein 1 (L-plastin) 
(\ CPI} mRNA /rrta=M74 90S7^ 

/gb=NMJ)02298 7gi=7382490 
/ug=Hs.381099 /len=3723 


NM_002298 


Hs.381099 


NP_002289 


1581 


0.032563 


SH3 domain binding glutamic acid-rich 
/cds=(72,353) /gb=NM_031286 

/ni— 1^77^107 /iin-Wc 1000^1 /lpn-7£4 


NM_031286 


Hs.109051 


NP_1 12576 


1583 


0.01738 


BTB (POZ) domain containing 1 
(BTBD1), mRNA /cds=(84, 1532) 

/nh=MM 09^9^^ /ni-1^77RR47 

/ug=Hs.21332/len=3177 


NM_025238 


Hs.21332 


NP_079514 


1692 


0.026596 


DKFZp564L0678 (from clone 


AL1 37514 




NPJJ57375 


1724 


0.026596 


zinc finger RNA binding protein (ZFR), 
mRNA /cds=(44,1 300) /gb=NM 016107 
/gi=7706372 /ug=Hs.173518 /len=2734 


NM_016107 


Hs.173518 


NP_057191 


1756 


0 030461 


iirnn\/l-9-^i HfntranQfpraQP (\ \QT\ mRNA 
uiui iy i £- ou 1 1 ai ioici aoc yuo i J , 1 1 1 r\i xrA 

/cds=(104,1324) /gb=NM_005715 
/gi=5032218 /ug=Hs.134015 /len=4196 


mm 00^71 5 


He 1 74ni «; 




1758 


0.030461 


cyclin-dependent kinase inhibitor 1C 
(d57 KiD2HCDKN1Q mRNA 
/cds=(261 ,121 1 ) /gb=NM_000076 
/gi=4557440 /ug=Hs. 106070 /len=151 1 


NM_000076 


Hs. 106070 


NP_000067 


1784 


0.026596 


tetraspan 3 (TSPAN-3), mRNA 
/cds=(21 8,979) /gb=NM 005724 
/gi=21264581 /ug=Hs.100090 /len=1842 


NM_005724 


Hs. 100090 


NP_005715 



5 



Genes Corresponding To Differentially Expressed Genes in Figure 15 - H 


yperlipidemia 


Spot 


p-value 


Description 


Gene 


Unigene 

ArrocciAn 

No. 


Protein 

Mccession 

No. 


1793 


0.002342 


nuclear receptor subfamily 4, group A, 
member 1 (NR4A1), transcript variant 1, 
mRNA/cds=(315 2111Wab=NM 002135 
/gi=27894342 /ug=Hs.1 1 19 /len=2699 


NM_002135 


Hs.1119 


NP_775181 


1803 


0.022757 


endogenous retroviral element clone 

jJV-/i \ i r\vj Muuicuuajjoiu fJiuidii ^ydy^ diiu 

protease/reverse transcriptase (pol) 
pseudogenes, partial cds 


U 12969 






1844 


0.042212 


cDNA FLJ32247 fis, clone j 
/gi=1 655231 7 /ug=Hs.293663 /len=3019 


AK056809 


Hs.293663 




1850 




(DKFZP564K1964), mRNA 
/cds=(207,887) /gb=NM_015544 
/gi=7661615 /ug=Hs.3447 /len=1560 


MM 01^^44 
inivi y i oofr 


He "XAA.7 


MP n^R^o 1 


1852 


0.015143 


CGI-41 protein (CGI-41), mRNA 
/cds=(620,2047) /gb=NM_015997 
/ai=21361524 /ua=H<? 'iO'ifi /Ipns^PSft 


NM_015997 


Hs.5056 


NP_057081 


1873 


0.001756 


Finkel-Biskis-Reilly murine sarcoma virus 
(FBR-MuSV) ubiquitously expressed (fox 
derived); ribosomal protein S30 (FAU), 

mRNA /rrte=Mftfi ^07^ /nh-NM Df)1QQ7 

/gi=1 7981 709 /ug=Hs. 1 7741 5 /len=574 


NM_001997 


Hs.177415 


NP_001988 


1877 


0.01738 


signal recognition particle receptor 

C r\c\c\c\r\c\ nmtoin'\ /^PPP^ mRMA 

/cds=(52,1968) /gb=NM_003139 

/y i — ^oouooyo /uy-no. / a / ou /icii— zyoo 


NM_003139 


Hs.75730 


NP_003130 


1913 


0.002573 


small EDRK-rich factor 2 (SERF2), 
mRNA/cds=(1023,1319) 

/gb=NM_005770 /gi=21 361286 
/ug=Hs.380718/len=1408 


NM_005770 


Hs.380718 


NP_005761 


1970 


0.002824 


Yeast centromere vector pRS315 with 
LEU2 marker, complete sequence 


U03441 






1976 




tikplv/ nr+hnlnn of mniiQP PvnmvQt" 

IJrXCiy \J\ U lUIUy KJl IIIUUoC CAUUyoL 

UUI 1 l|JUi ICI 11 pivJLCIII l \J r\L/a ^O. udtivlolafc!^ 

Exo70: exocyst component protein 70 
kDa (S. cerevisiae) (EXO70), mRNA 
/cds=(4,1965) /gb=NM_015219 
/ai=24308034 /ua=Hs 325530 /len=4596 


MM 01R91CI 

IN IVI U I <J4. 1 n7 




IN r U\J\J\JOH 


2005 


0.042212 


class 1 histone deacetylase (HDAC8) 


AF230097 




NP 060956 


2011 


0.04496 


RING1 and YY1 binding protein (RYBP), 
mRNA /cds=(189,875) /gb=NM 012234 
/gi=24432049 /ug=Hs.7910 /len=2344 


NM_012234 


Hs.7910 


NP_036366 ' 



6 



Genes Corresponding To Differentially Expressed Genes in Figure 15 - H 


yperlipidemia 


Spot 


d -value 


DescriDtion 


Accession No. 


1 1 ninpnp 

Accession 
No. 


Protpin 

l 1 VICIII 

Accession 
No. 


2048 


0.011037 


mRNA for KIAA0701 protein, partial cds. 
/cds=( 1,4065) /gb=AB014601 
/gi=20521136 /ug=Hs. 153293 /len=4625 


AB014601 


Hs. 153293 




2057 


0.008339 


chromosome 1 open reading frame 21 
(C1orf21^ mRNA /cds=(400 765} 
/ab=NM 030806 /ai=1 3540595 
/ug=Hs. 12532 /len=10215 


NM_030806 


Hs. 12532 


NP_1 10433 


2069 


0.047854 


zinc finger protein 36, C3H type-like 1 
(ZFP36L1), mRNA /cds=(131, 1147) 
/ab=NM 004926 /ai=1*581217Q 
/ug=Hs.85155 /len=3022 


NM_004926 


Hs.85155 


NP_004917 


2077 


0.009424 


musculus exoribonuclease 1 (Xrn1) 


NM 011916 




NP 036046 


2115 


0 023151 


eukarvotic translation initiation fartnr 1A 

t.ur\ai yUllLr LI Cll lOIGIUUI 1 II 1 1 LI CI LI W 1 1 1 CI O LU 1 1 /V, 

Y chromosome (EIF1AY), mRNA 
/cds=(1 33,567) /gb=NM_004681 
/gi=4758253 /ug=Hs.155103 /len=1384 


NM 004681 

INIVI \J\J*T\JW 1 


1 IO. 1 \J>J 1 \J\J 


NP 004672 


2124 


0 037129 


SDlicina factor 1 (SF1^ mRNA 
/cds=(383,2254) /gb=NM 004630 
/gi=4759339 /ug=Hs. 180677 /len=3131 


NM 004630 


Hs 180677 


NP 004621 


2137 


0.011929 


NAD(P)H dehydrogenase, quinone 1 
(NQOD mRNA/cds=(51 875} ; 
/gb=NM_000903/gi=4505414 * 
/ug=Hs.406515/len=2447 


NM_000903 


Hs.406515 


NP_000894 


2149 


0.034784 


phospholipase A2 receptor 1, 180kDa 

(Pi A?R1^ mRNA frc\*=eX)7 4fi04^ 

/gb=NM_007366 /gi=1 9923388 
/ug=Hs.171945 /len=5633 


NM_007366 


Hs. 171 945 


NP_031392 


2154 


0.023151 


PDZ domain containing 1 (PDZK1), 
mRNA /rd«?=Hf)7 1fififiWnh=NM 009614 
/gi=21361141 /ug=Hs.15456 /len=2140 


NM_002614 


Hs. 15456 


NP_002605 


2184 


0.008019 


highly charged protein (D13S106E), 
mRNA /cds=M78 3456^ /nb=NM 005800 
/gi=5031648 /ug=Hs.151236 /len=3650 


NM_005800 


Hs. 151 236 


NP_005791 


2194 


0.013901 


monocytic leukemia zinc finger protein- 
related factor (MORR mRNA 
/cds=(31 6,6537) /gb=NM_012330 
/gi=691251 1 /ug=Hs.27590 /len=6537 


NM_0 12330 


Hs.27590 


NP_036462 


2209 


0.030461 


mRNA; cDNA DKFZp66702119 (from 
clone DKFZp66702119)/gb=AL832314 
/gi=21 732861 /ug=Hs. 180789 /len=6868 


AL832314 


Hs. 180789 




2211 


0.037129 


L-isoaspartyl/D-aspartyl 0- 
methyltransferase (PCMT1) gene, exon 
1, 


U49740 
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Genes Corresponding To Differentially Expressed Genes in Figure 15 - Hyperlipidemia 


Spot 


p-value 


Description 


Gene 

Arroccinn Mrt 
MCCcoblUll INU. 


Unigene 

MCucSSIQII 

No. 


Protein 

Mccession 

No. 


2214 


0.042212 


ts79a05.x1 NCI_CGAP_GC6 cDNA clone 
IMAGE:2237456 3', mRNA sequence 

/gb=AI91 7390 /gi=5637245 
/ug=Hs.99415/len=462 


AI917390 


Hs.99415 




zzzo 


U.UO^JDO 


rlnne Mf^P-mAM IMAflF-9Qfin7Qfi 

mRNA, complete cds /cds=(381 ,2660) 
/gb=BC014640 /gi=15779149 

/iin— He AO^ft^R /le>n-^A7Q 
/uy — nb.*tUOOOD /Icfl — OH f y 


DOU IHDHU 


nb.HUoooD 




2232 


0.034784 


ubiquilin 2 (UBQLN2), mRNA 
/cds=(236,21 10) /gb=NM_013444 
/gi=1 6753206 /ug=Hs.4552 /len=3324 


NM_013444 


Hs.4552 


NP_038472 


99^6 


U.UZ I o 


y Ilea illdlUI dllUl 1 IdulUl, ydrTllMd ^OlVIrO^, 

mRNA /cds=(5,433) /gb=NM_004877 
/gi=4758439 /ug=Hs.5210 /len=561 


mm nnAft77 

INIVI UU*+Of i 


ns.oz iu 


mp nn/iftRR 

IN r^UUHODo 


2238 


0.011929 


RAD50 (S. cerevisiae) (RAD50), 

trancprint variant 1 mPMA 

/cds=(388,4326) /gb=NM_005732 
/gi=1 99241 28 /ug=Hs.41587 /len=5891 


NM_005732 


Hs.41587 


NP_597816 




U.UJt 1 tit 


<small FDRK-rirh fartnr 9 ( /< 5FRF9^ 
mRNA/cds=(1023,1319) 
/gb=NM_005770 /gi=2 1361 286 
/ug=Hs.380718/len=1408 


mm nn^77n 

lilVI UwJf 1 \J 


Wc ^80718 
no. ooui io 


mp nn^7Ri 

IN i UUJ / D 1 




u.uu/ ooo 


inzzicu iu ^LJiooopniia/ ^rz_u iuj, rnrxiNM 
/cds=(457,2202) /gb=NM_007197 
/gi=22035684 /ug=Hs.31664 /len=3260 


MM 007 1Q7 

inivi uu/ iy/ 


nS.O I DD*f 


MP 00Q19R 


2276 


0.001756 


F-box only protein 32 (FBX032), 
iicinscnpi VaTicini i , rnrxiNM 
/cds=(193,1260) /gb=NM_058229 
/gi=22547142 /ug=Hs.61661 /len=1530 


NM_058229 


Hs.61661 


NP_680482 


2296 


0.021575 


serine/threonine kinase 38 like (STK38L), 

mRMA /rHc-/174 /nh-MM 01^000 
rTir\INM /CajS— \ 1 I *f , IODOJ /yD— INIVI U IOUUU 

/gi=24307970 /ug=Hs. 184523 /len=4725 


NM_015000 


Hs. 184523 


NP_055815 


99 Q7 




-7 inn finnor nrntoin 9 *^ r*7MP9\ 

mRNA /cds=(855, 1 733) /gb=NM 021088 
/gi=20304090 /ug=Hs. 192285 /len=2630 


MM 0910ftft 
INIVI_UZ I UOO 


Wc 1Q99ft^ 

ns. lyzzoo 


MP I 
IN r _UOOO / *f 


2305 


0.004059 


KIAA0970 protein (KIAA0970), mRNA 
/cds=(335,2668) /gb=NM_014923 
/ai=7662419 /ua=Hs 103^29 /Ipn=4fi63 


NM_014923 


Hs. 103329 




2306 


0.011929 


S100 calcium binding protein A4 (calcium 
protein, calvasculin, metastasis murine 
placental (S100A4), transcript variant 1, 
mRNA /cds=(70,375) /gb=NM_002961 
/gi=9845514 /ug=Hs.81256 /len=512 


NM_002961 


Hs.81256 


NP_062427 
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Genes Corresponding To Differentially Expressed Genes in Fiqure 15 - H 


yperlipidemia 


Soot 


p-value 


Description 


Gene 

nVvG39lvl 1 llv. 


Uniaene 
No. 


Protein 
Accession 

No. 


2307 


0.020091 


matrilin 3 (MATN3) precursor, mRNA 

/cds=(64,1524) /gb=NM_002381 

/gi=1 351 8040 /ug=Hs.278461 /len=2599 


NM_002381 


Hs.278461 


NP_002372 


2309 


2.54E-04 


GTPase-activating protein GAPIII 


U20238 i 




NP 033051 


2317 


0.001935 


mRNA for KIAA0570 protein, partial cds. 
/cds=(480, 1 071 8) /gb=AB01 1 142 
/ai=20521084 /ua=Hs 180948 /len=11269 


AB011142 


Hs. 180948 




2324 


0.04496 


hypothetical protein KIAA0883 


AB020690 




NP_009188 


2348 


0.037129 


neuropilin-2 (a5) 


AF022861 






2365 


0.008697 


rina finaer orotein 38 (RNF38} mRNA 
/cds=(563,1861) /gb=NM_022781 
/gi=21918874 /ug=Hs.77823 /len=4694 


NM 022781 


Hs 77823 


NP 073618 


2370 


0.024824 


exosome component Rrp41 (FLJ20591), 
mRNA /cds=(1 04,841 ) /gb=NM 019037 
/gi=9506688 /ug=Hs.343589 /len=896 


NM_019037 


Hs.343589 


NP_061910 


2385 


0.012883 


Nedd4 binding protein 1 (N4BP1), mRNA 
/cds=(238,2928) /gb=NM_014664 
/gi=7662203 /ug=Hs.323712 /len=3319 


NM 014664 

■ i if i v i rw r 


Hs 323712 


NP 055479 


2440 


0.014988 


ubiquitin conjugating enzyme type UBC9 


X96427 




NP_003336 


2448 


0.047854 


KIAA1077 


AB029000 




NP 055985 


2451 


0.004291 


collagen, type IX, alpha 1 (COL9A1), 
transcriDt variant 1 mRNA 
/cds=( 147,291 2) /gb=NM_001851 
/gi=1 7978501 /ug=Hs. 154850 /len=3287 


NM_001851 


Hs. 154850 


NP_511040 


2452 


0 044857 


iun B oroto-oncoaene fJUNB^ mRNA 
/cds=(254,1297) /gb=NM_002229 
/gi=4504808 /ug=Hs.400124 /len=1797 


NM 002229 

INIVI \J\J \j 


Hs 400124 


NP 002220 


2466 


0.026596 


likely ortholog of mouse gene trap locus 3 
(GTL3) mRNA /cds=(257 838) 
/gb=NM_013242 /gi=8392874 
/ug=Hs.279818/len=1278 


NM_013242 


Hs.279818 


NP_037374 


2490 


0.04496 


aonadotroDin-releasina hormone receDtor 
(GNRHR), mRNA /cds=(1 749,2735) 
/gb=NM_000406 /gi=4504058 
/ug=Hs.73064 /len=2735 


NM 000406 


Hs 73064 


NP 000397 

1^1 \J\J\J\J\S t 


2491 


0.021575 


clone IMAGE:5265791, mRNA 
/gb=BC035170 /gi=23958673 
/ug=Hs. 385807 /len=3000 


BC035170 


Hs.385807 




2536 


0.021575 


H3 histone, family 3B (H3.3B) (H3F3B), 
mRNA /cds=(11 8,528) /gb=NM 005324 
/gi=21264598 /ug=Hs.180877 /len=1662 


NMJJ05324 


Hs. 180877 


NP_005315 



9 



Genes Corresponding To Differentially Expressed Genes in Figure 15 - Hvperlipidemia 


Spot 


p-value 


Description 


Gene 

Arroccinn Kirk 


Unigene 

Arroecion 
MULcoolUII 

No. 


Protein 

ntUCdd 1 \J 1 1 

No. 


2573 


0.04496 


general transcription factor I IF, 
polypeptide 1 (74kD subunit) (GTF2F1), 
mRNA/cds=(179 1732Wab=NM 002096 
/ai=4504196 /ua=Hs 68257 /len=2440 


NM_002096 


Hs.68257 


NP_002087 


2583 


0.030461 


receptor (calcitonin) activity modifying 
protein 3 (RAMP3), mRNA /cds=(30,476) 
/ab=NM 005856 /ai=5032022 
/ug=Hs.25691 /len=1312 


NM_005856 


Hs.25691 


NP_005847 


2592 


0.023151 


GC box bindig protein 


D31716 




NP 001197 


2611 


0.030461 


mRNA for KIAA1604 protein, partial cds. 

/cds=(33 2846^ /ab=AR046824 

/gi=1 0047282 /ug=Hs.209464 /len=3098 


AB046824 


Hs.209464 




2624 


0.030461 


RAB27A, member RAS oncogene family 
(RAB27A), mRNA /cds=(246,91 1 ) 
/ab=NM 004580 /a i= 19923263 
/ug=Hs.50477 /len=2496 


NM_004580 


Hs.50477 


NP_004571 


2628 


0.028474 


methyltransferase reductase (MTRR), 
transcriDt variant 2 mRNA 
/cds=(31,2208)/gb=NM 024010 
/gi=13325067 /ug=Hs.1 53792 /len=3291 


NM_024010 


Hs. 153792 


NP_076915 


2637 


0.005746 


ribosomal protein L41 (RPL41), mRNA 

/cds=f84 161Wah=NM 091104 

/gi=1 0863874 /ug=Hs.356795 /len=478 


NM_021104 


Hs.356795 


NP_066927 


2641 


0.003392 


phospholipase A2, group IIA (platelets, 
synovial fluid) (PLA2G2A), nuclear gene 
encoding mitochondrial protein, mRNA 
/cds=/273 707^ /ab=NM 000300 
/gi=201 49501 /ug=Hs.76422 /len=997 


NM_000300 


Hs.76422 


NP_000291 


2650 


0.023151 


fatty-acid-Coenzyme A ligase, long-chain 
2 (FACL2), mRNA/cds=(14,2110) 
/gb=NM_021 122 /gi=12669906 
/ug=Hs. 154890 /len=3635 


NM_021122 


Hs. 154890 


NP_066945 


2652 


0.034784 


membrane metallo-endopeptidase 
(neutral endopeptidase, enkephalinase, 
CALLA, CD10) (MME), transcript variant 
2b, mRNA/cds=(229,2481) 
/gb=NM_007289 /gi=6042203 
/ug=Hs.1298/len=5725 


NM_007289 


Hs.1298 


NP_009220 


2677 


0.008019 


dihydropyrimidine dehydrogenase 
(DPYD), mRNA /cds=( 102,31 79) 
/gb=NM_0001 10 /gi=4557874 
/ug=Hs.1602 /len=4407 


NM_000110 


Hs.1602 


NP_000101 
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Genes Corresponding To Differentially Expressed Genes in Figure 15 - Hyperlipidemia 


Soot 


d -value 


Descriotion 


Gene 

Accession No. 


Uninene 

\J 1 IIUvl IV 

Accession 
No. 


Protein 

Accession 

No. 


2687 


0 003712 


v-fos FBJ murine osteosarcoma viral 
oncogene (FOS), mRNA/cds=(1 56,1298) 
/gb=NM_005252 /gi=6552332 
/ug=Hs.25647 /len=2084 


NM 005252 


Hs 25647 


NP 005243 


2688 


0 013901 


mRNA for KIAA0573 Drotein nartial cds 

i i ii \ i ivi ivnnuj t \j yjt uicii I, ^cai licj i ^/U j. 

/cds=(1,1357) /gb=AB011145 
/gi=3043669 /ug=Hs. 154023 /len=4796 


AB011145 


Hs 154023 




2699 


0.010203 


t-complex-associated-testis-expressed 1 - 
like 1 fTCTEM^ mRNA/rd«;=M 
/gb=NM_006519 /gi=5730084 
/ug=Hs.266940/len=713 


NMJ)06519 


Hs.266940 


NPJD06510 


2705 


0 039603 


H3 histone familv 3R f l-H 3F0 TH3F3R^ 
mRNA /cds=(1 18,528) /gb=NM 005324 
/gi=21264598 /ug=Hs.180877 /len=1662 


nm nns^?4 


H<5 180877 
no. i ouo / / 


Vi\ UUJO 1 O 


2735 


0.001592 


mRNA for KIAA1694 protein, partial cds. 
/cds=H 2275} /ab=AB051481 
/gi=12697932 /ug=Hs.19597 /len=4235 


AB051481 


Hs. 19597 


NP_085132 


2762 


0.020091 


golgi autoantigen, golgin subfamily b, 
macrogolgin (with transmembrane 
sianaH 1 (GOLGB1} mRNA 
/cds=(127,9906) /gb=NM_004487 
/gi=4758453 /ug=Hs.7844 /len= 10300 


NM_004487 


Hs.7844 


NP_004478 


2774 


0 026596 


mvri^tnvlatprl alaninp-rirh nrntpin kina^p 

11 iy i igiuy ici icu alanine i ioi i pinion r\n icaoc 

C <;uh<;tratp fMARCK^ mRNA 
/cds=(370,1368) /gb=NM_002356 
/gi=1 1125771 /ug=Hs.75607 /len=2589 




no. i juu i 


np nn?^47 

IN l_UUtOH 1 


2775 


0.04496 


ribosomal protein L12 (RPL12), mRNA 
/cds=(89,586) /gb=NM_000976 
/ai=1'5431?Q1 /un=H«; 40S04? /Ipn=fi3? 


NM_000976 


Hs.405042 


NP_000967 


2782 


0.016146 


high mobility group 2 protein (HMG-2) 


M83665 






2787 


0.023151 


meningioma expressed antigen 6 (coiled- 
coil proline-rich) (MGEA6), mRNA 
/cds=(31 5,2729) /gb=NM_005930 
/gi=51 74560 /ug=Hs.117242 /len=3676 


NM_005930 


Hs. 117242 


NP_005921 


2792 


0 009424 


xf50n0^ x1 NCI CfiAP rDNA 
clone IMAGE:2621524 3' similar to 
contains element MER4 repetitive 
element ;, mRNA sequence 
/clone=IMAGE:2621524 /clone end=3' 
/gb=AW1 30421 /gi=61 32026 
/ug=Hs.329722 /len=719 


AW1 30471 
nvv i outt i 


Hs ^9Q7?9 




2797 


0.047854 


zinc finger homeobox 1 b (ZFHX1 B), 
mRNA/cds=(445,4089)/gb=NM 014795 
/gi=7662183 /ug=Hs.34871 /len=5523 


NM_014795 


Hs.34871 


NP_055610 
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Genes Corresponding To Differentially Expressed Genes in Figure 15 - H 


yperlipidemia 


Snnt 


n-valiip 


DAscrintion 


vjcti n? 

Accession No. 


1 Ininonp 

Accession 
No. 


PrrktAin 
rlULciii 

Accession 
No. 


2798 


0.024824 


CCAAT/enhancer binding protein 
(C/EBP), delta (CEBPD), mRNA 
/cds=(41 850Wab=NM 005195 
/gi=4885130 /ug=Hs.76722 /len=1248 


NM_005195 


Hs.76722 


NP_005186 


2810 


0.028474 


ATP synthase, H transporting, 
mitochondrial F0 complex, subunitc 
(subunit 9) isoform 3 (ATP5G3), mRNA 
/rrte=f?55 68^ /ah=NM OOlfiftQ 

/wVJO ^Jw^Uw J / y w l>i IVI w W 1 w w w 

/gi=4502300 /ug=Hs.429 /len=826 


NM_001689 


Hs.429 


NP_001680 


2815 


0.024824 


proteasome (prosome, macropain) 
subunit, alpha type, 6 (PSMA6), mRNA 
/cds=(1 10,850) /gb=NM_002791 

/ni=?1110Q4^ /un=hk 410?7fi /lpn=10^5 
/yi 1 iuw*tw / uy i lo.t i i \j / ici i iujj 


NM_002791 


Hs.410276 


NP_002782 


2823 


0.006254 


eukaryotic translation elongation factor 1 
gamma (EEF1G), mRNA /cds=(38, 1351) 
/ab=NM 001404 /ai=25453475 

/ y \j 1 n i v i w \j itut / y i ^w"tww"t# w 

/ug=Hs.256184 /len=1429 


NM_001404 


Hs.256184 


NP_001395 


2846 


0.008697 


N-ethylmaleimide-sensitive factor (NSF), 
mRNA /crte=f61 22Q5Wab=NM 00617R 
/gi=1 1079227 /ug=Hs. 108802 /len=3960 


NM_006178 


Hs. 108802 


NP_006169 


2848 


0.007388 


BJ-HCC-24 tumor antigen mRNA, 

pnmnlptp rHc /rHc=/9 19Z.O\ 

/gb=AY121805 /gi=22002585 
/ug=Hs.433489 /len=1488 


AY121805 


Hs.433489 




2858 


0.010203 


hypothetical protein HSPC228 

(\-\^PC00R\ mRMA /rHc-Mfi cncn 
1 1 ir\iNr\ /wUo - ^ i D,yo57^ 

/gb=NMJ)16485/gi=21361740 

/ug=Hs.267288 /len=3273 


NM_016485 


Hs.267288 


NP_057569 


2869 


0.009424 


dual specificity phosphatase 1 (DUSP1), 

1 1 lixIM/A /wUo— \0\j£>) /yU — IMlVl UU*t*+ 1 f 

/gi=71 08342 /ug=Hs. 1 71 695 /len=201 5 


NM_004417 


Hs.171695 


NP_004408 


287? 


w . Uttt I c 


OYV/cfprol hinHinn nrntpin-likp ft 
L/AyoLciui uiiivJiiiy jji wlcii i ur\c o 

(OSBPL8), mRNA/cds=(481,3150) 
/gb=NM_020841 /gi=22035617 
/ug=Hs. 1 09694 /len=7239 


IN J VI UtUOt I 


He 10QRQ4 


MP nRRSQ9 


2875 


0.012883 


deubiquitinating enzyme (UNPH4)= 
AF1 53604 ubiauitin-SDecific Drotease 
homolog (UPH) 


AF1 06069 




NP_006304 


2901 


0.032563 


A kinase (PRKA) anchor protein (yotiao) 
9 (AKAP9), transcript variant 4, mRNA 
/cds=(223,5190)/gb=NM 147166 
/gi=22538388 /ug=Hs.58103 /len=6058 


NMJ47166 


Hs.58103 


NP_671714 



12 



Genes Corresponding To Differentially Expressed Genes in Fiqure 15 - Hyperlipidemia 


Spot 


p-value 


Description 


Gene 

Accession No. 


Unigene 
Accession 

NO. i 


Protein 
Accession 

Kin 
NO. 


2912 


0.032563 


KIAA0690 protein (KIAA0690), mRNA 
/cds=(87,3980) /gb=NM_015179 
/ai=1 59871 20 /ua=Hs 60103 /len=4396 


NM_015179 


Hs.60103 


NP_055994 


2918 


0.028474 


ribosomal protein S8 (RPS8), mRNA 
/cds=(24,650) /gb=NM_001012 
/ai=4506742 /ua=Hs 399720 /len=705 


NM_001012 


Hs. 399720 


NP_001003 


2937 


0.021575 


high-mobility group box 1 (HMGB1), 
mRNA /cds=(77,724) /gb=NM_002128 
/gi=20149538 /ug=Hs.6727 /len=1207 


NM_002128 


Hs.6727 


NP_002119 


2938 


0.007388 


ribosomal protein L7a (RPL7A), mRNA 
/cds=i / 31 8^1Wah=NM 000Q7? 
/gi=1 8390348 /ug=Hs.99858 /len=890 


NM_000972 


Hs.99858 


NP_000963 


2950 


0.047854 


cytochrome c oxidase subunit IV isoform 
1 (COX4I1), nuclear gene encoding 

mitnrhnnHrial nrntpin mRNA 

/cds=( 165,674) /gb=NM_001861 
/gi=1 701 7985 /ug=Hs.433419 /len=802 


NM_001861 


Hs.433419 


NP_001852 


2951 


0.018694 


serine/arginine repetitive matrix 2 
(SRRM2} mRNA /cds=(226 8484} 
/gb=NM_016333 /gi=1 9923465 
/ug=Hs.197114/len=9027 


NM_016333 


Hs.197114 


NP_057417 


2973 


0.047854 


hypothetical protein MGC3200 

(MCkCA7CiC\\ mRNA /rri<;=M Oft 7fi^ 

/gb=NM_032305 /gi=141 50063 
/ug=Hs.9088 /len=1191 


NM_032305 


Hs.9088 


NP_1 15681 


2975 


0.032563 


actin related protein 2/3 complex, subunit 
3, 21kDa (ARPC3), mRNA /cds=(94,630) 

/nh=NIM fin^71Q /ni=9*^^Q7RR7 

/ug=Hs.293750 /len=912 


NM_005719 


Hs.293750 


NP_005710 


2976 


0.042212 


myosin, light polypeptide 6, alkali, smooth 

muscle and non-muscle (MYL6), 

transcript variant 3, mRNA /cds=(41,514) 

/ah=NM 07Q495 /ni=17Qftfi9fi^ 
/yu — inivi \j i C7*t^.\y /yi — i / i/ou^uo 

/ug=Hs.77385 /len=717 


NM_079425 


Hs.77385 


NP_524149 


2987 


0.047854 


nucleolar autoantigen (55kD) similar to 
rat synaptonemal complex protein 
(SC65), mRNA/cds=(12,1325) 
/ab-NM 006455 /ai=5454017 
/ug=Hs.446459 /len=2347 


NM_006455 


Hs.446459 


NP_006446 


3008 


0.013901 


nuclear receptor subfamily 2, group F, 
member 2 (NR2F2), mRNA 
/cds=(343,1587) /gb=NM_021005 
/gi=14149745 /ug=Hs.347991 /len=1740 


NM_021005 


Hs.347991 


NP_066285 


3012 


0.009424 


hypothetical protein PR01843 
(PR01843), mRNA /cds=(965, 1255) 
/gb=NM_018507 /gi=8924082 
/ug=Hs.283330/len=1268 


NM_0 18507 


Hs.283330 


NP_060977 
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Genes Corresponding To Differentially Expressed Genes in Figure 15 - Hyperlipidemia 


Snot 


n-vahip 


Hpcr rintinn 


Accession No. 


Uniaene 

w 1 IIUwIlw 

Accession 
No. 


Protein 

Accession 
No. 


3030 


0.034784 


neuroblastoma, suppression of 
tumorigenicity 1 (NBL1), mRNA 
/cds=(69 604^ /nh=NM 005180 
/gi=4885508 /ug=Hs.76307 /len=1929 


NM_005380 


Hs.76307 


NP_005371 


3034 


0.012883 


serine (or cysteine) proteinase inhibitor, 
clade B (ovalbumin), member 6 

^FRPINRfi^ mRNA /rH<;=(75 1905^ 

^Ot-IA i i IN DO J t 1 1 llxINrN /OUO — ^ 1 v), \£.\J\J} 

/gb=NMJ)04568 /gi=28077084 
/ug=Hs.41072/len=1361 


NM_004568 


Hs.41072 


NP_004559 


3044 


0.023151 


hypothetical protein LOC51321 ; 

(\ OP51191^ mRNA /prte=ffi15 1 135^ 

/gb=NM_016627 /gi=7706167 
/ug=Hs.268122 /len=1304 


NM_016627 


Hs.268122 


NP_057711 


3062 


0 016146 


mx/n^in linht nnl\/npntiHp rpnulfltnrv nnn- 
1 1 lyuon i, iiy i n ^j\j\y jjcpuuc, i cy uiolvji y , i i^ii 

sarcomeric (20kD) (MLCB), mRNA 
/cds=(1 15,630) /gb=NM_006471 
/ni=5453739 /un=Hs 180294 /len=944 


NM 006471 


H«; 1RD224 


NIP 00646? 


3116 


0.004433 


Hypothetical protein(cDNA FLJ11299 fis, 
clone PLACE1 009845, highly similar to 
KIAA0905 protein) 


AK002161 




NPJ357295 


3135 


0 039603 


mRNA' cDNA DKF7n586C1019 (from 

1 1 n\Mrv, uui"in l/ I xi i— yj \j uuw \\j 19 ^iivjiii 

clone DKFZp586C1019) /gb=AL049397 
/gi=4500188 /ug=Hs.12314 /len=1737 


AL04Q^Q7 






O 1 JU 




o[JiiL.iny lauiui , dl yll llllc/dcl IIIC'I IUI 1 O 

(SFRS5), mRNA /cds=(21 9,542) 
/gb=NM_006925 /gi=5902077 
/ug=Hs. 166975 /len=1865 




H<* 1fifiQ75 
no. i oo3 / 


IN f UUOOJW 


1179 


U.U*T^^ lit, 


1 1 lyuuyic-optJuii iu ci 11 lai lOci idoiui a/a 

(MEF2A) gene, last coding exon, and 
complete cds 








3174 


0.04496 


lectin, galactoside-binding, soluble, 1 
(galectin 1) (LGALS1), mRNA 

/rdQ=ffiQ 47fi^ /nh=NM 009105 

/gi=6006015 /ug=Hs.382367 /len=526 


NM_002305 


Hs.382367 


NP_002296 


3192 


0.011929 


mitochondrial ribosomal protein S24 
(MRPS24), nuclear gene encoding 

mitrv^hnnHrial nrntpin mRNA 

/cds=(4,507) /gb=NM_032014 

/gi=1 5721 936 /ug=Hs.284286 /len=667 


NM_032014 


Hs.284286 


NP_1 14403 


3197 


0 003097 


NDRG familv member 2 (NDRG21 
mRNA /cds=(97,1 170) /gb=NM_016250 
/gi=10280619 /ug=Hs.243960 /len=2024 


NM 016250 


Hs 243960 


NP 057334 


3204 


0.034784 


clone IMAGE:5263531, mRNA 
/gb=BC037740 /gi=22902216 
/ug=Hs.18016/len=5036 


BC037740 


Hs.18016 
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Genes Corresponding To Differentially Expressed Genes in Figure 15 - Hyperlipidemia 


Snot 




npQrrintinn 


Accession No. 


Accession 

iMO. 


Prntpin 

Accession 
No 


3254 


0.028124 


splicing factor, arginine/serine-rich 2 
(SFRS2), mRNA/cds=(156,821) 
/nh=NM 003016 /ai=450fi8Q8 
/iin=H<; 7^QR*S /lpn=1R7Q 


NM_003016 


Hs.73965 


NP_003007 


3280 


0.030461 


RETROVIRUS-RELATED POL 
POLYPROTEIN 


P11369 








o mn?m 


Ft<? I 1 fF rnlh ^FT 1 ? I'M mRNA 

/cds=(301,1290) /gb=NM_012280 
/gi=71 10660 /ug=Hs.23170 /len=1867 


MM 019980 


Mc 9^1 70 


MP 80^188 

INr OUO IOO 


3293 


0.001592 


AF-6, complete cds 


AB011399 








U.U 1 OC7U 1 


NPK ariantnr nrntpin 1 (NPK1^ mRNA 
iML>r\ aucipiui jjitjidii i ^iNorv i ) t inr\i>i/"\ 

/cds=(1 17,1250) /gb=NM_006153 
/gi=20070226 /ug=Hs.54589 /len=1947 


INIVI_UUO I JO 


rio.Q*+«joi7 


NP 00R144 


3316 


0.012883 


glutathione S-transferase M3 (brain) 

ffiSTM"^ mRNA /rrici=ni 1 Q88^ 
/gb=NM_000849 /gi=23065551 
/ug=Hs.2006 /len=1572 


NM_000849 


Hs.2006 


NP_000840 


3324 


0.016146 


transformer-2 alpha (htra-2 alpha) 
(HSU53209), mRNA/cds=(158,1006) 
/ah=NM 01^?Q^ /ni=Q5587^0 
/ug=Hs. 1 30829 /len=1 563 


NM_0 13293 


Hs. 130829 


NP_037425 


3326 


0.002342 


of yeast long chain polyunsaturated fatty 

dull) CIVJI ILjcHlvJI 1 CI l£yl 1 IC £ 1 j, 

mRNA/cds=(345,1244)/gb=NM 021814 
/gi=21 361 903 /ug=Hs.2501 75 /len=301 1 


NM_021814 


Hs.250175 


NP_068586 


3328 


0.034784 


retinoblastoma-like 2 (p130) (RBL2), 

mRNA fcri<z=(7Cl ^ARQ\ /nh=NM 005611 

/gi=21361291 /ug=Hs.79362 /len=4853 


NM_00561 1 


Hs.79362 


NP_005602 


3367 


0.028474 


nuclear receptor subfamily 3, group C, 

mpmhpr 1 if^nr^nrtif^iH ror*ontnr^ 
iiiciiiud i ^yiuuuuui uuuiu iciscpiuij 

(NR3C1), mRNA /cds=(1 33,2466) 
/gb=NM_000176 /gi=4504132 
/ug=Hs.75772 /len=4788 


NM_000176 


Hs.75772 


NP_000167 


OJUt 


0 01988^ 


OUT UIOoUUIdlKJl I MMIIUIIUI I |OUI I j t 

mRNA /cds=(81, 1424) /gb=NMJ)01493 
/gi=4503970 /ug=Hs.74576 /len=2225 


kim nni4cn 




IN r_UU 1 Hot 


3394 


0.007388 


immunodeficiency virus type I enhancer 

hinHinn nrotpin 9 ^HIY/FP9^ mRNA 
uiiiuniy piULCMi ^nivCr^/, lilr\l>i/-\ 

/cds=(16,7518) /gb=NM_006734 
/gi=1 9923373 /ug=Hs.75063 /len=9175 


NM_006734 


Hs.75063 


NP_006725 


3397 


0.042212 


chromosome 20 ooen readinn frame 6 
(C20orf6), mRNA /cds=(1 09,2664) 
/gb=NM_016649 /gi=22507381 
/ug=Hs.88820 /len=3216 


NM 016649 

I'll VI \J 1 \J\J~ \J 


Hs 88820 


NP 057733 


3406 


0.030461 


CTP synthase (CTPS), mRNA 
/cds=(76, 1 851 ) /gb=NM_001 905 
/gi=4503132 /ug=Hs.251871 /len=2758 


NM_001905 


Hs.251871 


NP_001896 
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Genes Corresponding To Differentially Expressed Genes in Fiqure 15 - Hvperlioidemia 


Spot 


□-value 


Descriotion 


Accession No. 


I Ininano 

Accession 
No. 


r lUlvlll 

Accession 
No. 


3412 


0.021575 


hypothetical protein FLJ22301 
(FLJ22301), mRNA/cds=(696,2Q54) 
/ab=NM 024836 /ai= 13376246 
/ug=Hs.181406 /len=2952 


NM_024836 


Hs.181406 


NP_079112 


3432 


0.01738 


polypyrimidine tract binding protein 1 
(PTBP1), transcript variant 1, mRNA 
/cds=^89 1762^ /ah=NM 00981 Q 
/gi=14165462 /ug=Hs.172550 /len=3322 


NM_002819 


Hs. 172550 


NP_787041 


3440 


0.004838 


TERF1 (TRFI)-interacting nuclear factor 
2 fTINF2^ mRNA /cds=(263 1327^ 
/gb=NM_012461 /gi=6912715 
/ug=Hs.7797 /len=2095 


NM_012461 


Hs.7797 


NP_036593 


3445 


0.037129 


mRNA; cDNA DKFZp434A1 520 (from 

rlonp DKF7n4^4A1 nartial rrta 
/cds=(1,551) /gb=AL1 37544 /gi=6808224 
/ug=Hs.406722 /len=2775 


AL1 37544 


Hs.406722 




3473 


0.004059 


LIM and cysteine-rich domains 1 
(LMCD1), mRNA /cds=(1 15,1212) 
/ab=NM 014583 /ai=14277673 
/ug=Hs.279943 /len=1754 


NM_014583 


Hs.279943 


NP_055398 


3476 


0.018694 


arginine-glutamic acid dipeptide (RE) 
repeats (RERE), mRNA/cds=(637,5337) 
/ab=NM 01210? /ni=1QQ?^^Q9 
/ug=Hs. 194369 /len=8035 


NM_012102 


Hs. 194369 . 


NP_036234 






\j\ uicdoui i ic ^pi (Join lie, I Mai/i upaii ij loo 

subunit, ATPase, 5 (PSMC5), mRNA 
/c"ds=(42,1262) /gb=NM_002805 
/gi=24497434 /ug=Hs.79387 /len=1332 


mm nn98n<; 

IN IVI UUZOUO 


He 7Q^ft7 


mp nno7QR 

IN r UUZ / 3D 


3498 


0 01738 

\J.\J I 1 JO 


OCIIIIC pdil 1 IllAJy 1 U dl lolClCtoC, oUUUlIlL II 

gene, complete cds; and unknown genes 


nr llll OO 






3513 


0.039603 


chromosome 1 open reading frame 29 
(C1orf29), mRNA /cds=(242, 1483) 
/gb=NM_006820 /gi=5803026 
/ug=Hs.75470 /len=2058 


NM_006820 


Hs.75470 


NP_006811 


3527 


0 026596 


UI-H-FL1-bae-c-14-0-UI <s1 
NCI_CGAP_FL1 cDNA clone UI-H-FL1- 
bge-c-14-0-UI 3', mRNA sequence 
/clone=UI-H-FL1-bge-c-14-0-UI 
/clone_end=3' /gb=CA430953 
/gi=24793679 /ug=Hs.397680 /len=1 105 


vn*tOU%7JJ 


no. 00 / uou 




3537 


0.002573 


bobby sox (Drosophila) (BBX), mRNA 
/cds=(321,3056)/gb=NM 020235 
/gi=18378730 /ug=Hs.35380 /len=3462 


NM_020235 


Hs.35380 


NP_064620 
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Genes Corresponding To Differentially Expressed Genes in Figure 15 - Hyperlipidemia 


Spot 


p-value 


Description 


\J cue 

Accession No. 


I Ininpnp 

Accession 
No. 


Protein 

Accession 

No. 


3582 


0.013901 


fibroblast activation orotein alnha (FAP^ 
mRNA /cds=(209,2491) /gb=NM_004460 
/gi=16933539 /ug=Hs.418 /len=2788 


NM 004460 


Hs.418 


NP 004451 

1 <l 1 WW ¥ T W t 


3584 


0.034784 


mRNA; cDNA DKFZp586L081 (from 
clone DKFZD586L081Wab=AL080234 
/gi=5262727 /ug=Hs.432862 /len=2159 


AL080234 


Hs.432862 




3587 


0.008019 


cAMP responsive element binding protein 
1 (CRFR'H tran<5rrint variant R mRNA 
/cds=(182,1207) /gb=NM_1 34442 
/gi=22219460 /ug=Hs.79194 /len=3006 


NM_1 34442 


Hs.79194 


NP_604391 


3596 


0.016146 


mRNA for KIAA0447 protein, partial cds. 
/cds=(234,1634) /gb=AB007916 
/gi=6683704 /ug=Hs.214646 /len=5932 


AB007916 


Hs.214646 




3605 


0.021575 


KIAA0062 mRNA, partial cds 
/cds=(1 1598) /ab=D31887 /ai=505101 
/ug=Hs.89868 /len=4573 


D31887 


Hs.89868 




3606 


0.003392 


nucleolar protein family A, member 3 
(H/ACA small nucleolar RNPs) (NOLA3), 
mRNA /cds=f98 292) /ab=NM 018648 
/gi=1 501 1920 /ug=Hs.14317 /ien=556 


NM_018648 


Hs.14317 


NP_061118 

> 


3611 


0.042212 


hypothetical protein FLJ20152 
(FLJ20152), mRNA/cds=(217,1287) 
/ab=NM 019000 /ai=21361616 
/ug=Hs.82273 /len=2989 


NM_019000 


Hs.82273 


NP_061873 


3619 


0.032563 


cytochrome c oxidase subunit IV isoform 
1 (C0X4I1), nuclear gene encoding 
mitochondrial protein, mRNA 
/cds=M65 674^ /ab=NM 001861 

/ VyVj o ^ i\jj,ui /yu INIVI WW IUU 1 

/gi=17017985 /ug=Hs.433419 /len=802 


NM_001861 


Hs.433419 


NP_001852 


3622 


0.006254 


mitogen-activated protein kinase 1 
(MAPK1), transcript variant 1, mRNA 
/cds=(241 1323Wab=NM 002745 
/gi=20986528 /ug=Hs. 324473 /len=2934 


NM_002745 


Hs. 324473 


NP_620407 


3641 


0.004059 


hypothetical protein CL25084 (CL25084), 
mRNA /cds=f 132 1583Wab=NM 015701 
/gi=20070263 /ug=Hs.7100 /len=2412 


NM_015701 


Hs.7100 


NP_056516 


3642 


0.003392 


chromosome 1 open reading frame 22 
(C1orf22), mRNA /cds=(54,2723) 
/gb=NM_025191 /gi=19923618 
/ug=Hs.279951 /len=6298 


NM_025191 


Hs.279951 


NP_079467 


3653 


0.047854 


cDNA FLJ39355 fis, clone 
PEBLM2003426. /gb=AK096674 
/gi=21756218 /ug=Hs.416902 /len=2809 


AK096674 


Hs.416902 
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Genes Corresponding To Differentially Expressed Genes in Figure 15 - Hyperlipidemia 


Snot 


P'VdlUC 


Descrintion 


Accession No. 


Accession 

INO. 


Prntpin 

Accession 

INO. 


3690 


0.012883 


IK cytokine, down-regulator of HLA II (IK), 
mRNA /cds=(1 12,1785) /gb=NM 006083 
/gi=1 1 038650 /ug=Hs.8024 /len=1 785 


NM_006083 


Hs.8024 


NP_006074 


Of IU 


\J.\J 1 JCU 1 


(AK025216.1) 


AK09 c i91fi 


no.tHOn I 


Mp 0^R9R7 


3717 


0.028474 


dimethylarginine dimethylaminohydrolase 
2 (DDAH2). mRNA /cds=(277,1 134) 
/gb=NM_013974 /gi=7524353 


NM_013974 


Hs.247362 


NP_039268 


3742 


0.011037 


conserved gene amplified in 
osteosarcoma (OS4), mRNA 

/rH«;=nnR 11*v7\ /nh=NM nf)^7?n 

/gi=19923329 /ug=Hs.355816 /len=4833 


NM_005730 


Hs.355816 


NP_005721 


3751 


0.003392 


S100 calcium binding protein A11 
(falai7zarirrt (S100A1 H mRNA 

^ocaiy \£^cck\ ii i y i uua i i j , 1 1 n 

/cds=(121,438) /gb=NM_005620 
/gi=5032056 /ug=Hs.417004 /len=595 


NM_005620 


Hs.417004 


NP_005611 


3756 


0.002342 


Ste20-related serine/threonine kinase 

/gb=NM_014720 /gi=7661993 
/ug=Hs. 105751 /len=5988 


NM_014720 


Hs.105751 


NP_055535 


3757 


0.039603 


tubulin, gamma complex associated 
protein 2 (TUBGCP2), mRNA 

lrric-(RA O770\ /nh-MM nnfiR^Q 
/CVJ5— ^o*+,z / f /go- INIVI UUOOOs 

/gi=5729839 /ug=Hs. 13386 /len=2846 


NM_006659 


Hs. 13386 


NP_006650 


3762 


0.008697 


heat shock 70kDa protein 8 (HSPA8), 
transcript variant 1, mRNA 

/rHc-(7Q 9fi1Ch /nh- KIM nDfi^Q7 
/ni=949^Aftft4 /iin=Hc 180414 /lon-997fi 


NM_006597 


Hs.180414 


NP_694881 


3765 


0.037129 


cold inducible RNA binding protein 
(CIRBP), mRNA /cds=(81 ,599) 
/nh=NM 001980 /ni=4S0984fi 

/ug=Hs. 119475 /len=1322 


NM_001280 


Hs. 119475 


NP_001271 


3783 


0.039603 


Tat-SF1 


U76992 




NP 055315 


3786 


0.01738 


bone gamma-carboxyglutamate (gla) 

/cds=(1 9,321) /gb=NM_000711 
/gi=4502400 /ug=Hs.2558 /len=451 


NM_000711 


Hs.2558 


NP_000702 


3793 


0 026596 


mvosin liaht oolvDeDtide 5 reaulatorv 
(MYL5), mRNA /cds=(1 06,627) 
/gb=NM_002477 /gi=4505304 
/ug=Hs. 1 70482 /len=661 


NM 002477 


Hs 170482 


NP 002468 


3797 


0.0068 


KIAA0081 mRNA, partial cds 

/cds=(1 ,708) /gb=D42039 /gi=20521875 

/ug=Hs. 78871 /len=4174 


D42039 


Hs.78871 
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Genes Correspondinq To Differentially Expressed Genes in Figure 15 - Hyperlipidemia 


Spot 


p-value 


Description 


Gene 

Accession No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


3801 


0 016146 


riho^omal orotein S7 fRPS7^ mRMA 
/cds=(91,675) /gb=NM_00101 1 
/gi=15431308 /ug=Hs.301547 /len=729 


NM 001011 


1 IO.OU 1 vlt / 


NP 001002 


^80^ 




fnrkhpad hox P1 /FOXPH mRNA 
frd*=(W? ?4fW /nh=NM D^?fiR9 
/gi=19923670 /ug=Hs.274344 /len=4954 


NM fn?fi8? 


Uc 974^44 


MP 11R071 

INJr 1 1 QU f 1 


3806 


0.021575 


period 1 (Drosophila) (PER1), mRNA 
/cds=(188,4060) /gb=NM_002616 

/yi— *t\JU\j/ i z. /uy— no.Q0090 /icii - 4QOD 


NM_002616 


Hs.68398 


NP_002607 


3824 


0.018694 


scg 


D67015 




NP 032405 


3827 


0.021575 


helicase C-terminal domain- and SNF2 N- 
terminal domain-containing protein 
(CHD6-pending), mRNA /cds=(1 85,8326) 
/ah=NM 0^9291 /ni=?1^fv?041 

/ug=Hs.45207 /len=8326 


NM_032221 


Hs.45207 


NP_1 15597 


3848 


0.042212 


PRP4 pre-mRNA processing factor 4 
(yeast) (PRPF4), mRNA /cds=(60, 1628) 
/gb=NM_004697 /gi=24431949 
/ug=Hs.374973 /len=2765 


NM_004697 


Hs.374973 


NP_004688 


3871 


0.026596 


ATP-binding cassette, sub-family B 
(MDR/TAP), member 7 (ABCB7), nuclear 

yci ic oiuuuiiiy i iiiiuui iuiiui idi piuicin, 

mRNA /cds=(69,2327) /gb=NM_004299 
/gi=9665249 /ug=Hs. 125856 /len=2444 


NM_004299 


Hs. 125856 


NP_004290 


3872 


3.60E-04 


6-phosphogluconolactonase (PGLS), 
mRNA /cds=( 1 8,794) /gb=NM 012088 
/gi=6912585 /ug=Hs.100071 /len=1010 


NM_012088 


Hs. 100071 


NP_036220 


Os3\J I 


vj.yj i uiuo 


cbiiuycii receptor i \cor\ i ), mr\iNr\ 
/cds=(361,2148) /gb=NM_000125 
/gi=4503602 /ug=Hs.1657 /len=6450 


INIVI uuu IZO 


ns. loo/ 


INr UUU 1 ID 




o o"V71?q 


ia/alj, iiicniuci xji v\r\o ui louyci ic laiiiiiy- 

like 4 (RABL4), mRNA/cds=(364,921) 
/gb=NM_006860 /gi=9257237 
/ug=Hs.50267/len=1021 


mm nnfiftRn 

INIVI_UUOOOU 


rib. ouzo / 


INr UUDOO 1 


3908 




KIAA19R7 nrntpin fKIAA1'?87\ mRNIA 

/cds=(77,3691) /gb=NM_020748 
/gi=24308210 /ug=Hs.50187 /len=5894 


MM 0007AR 


He ^0187 

nb.OU I O / 


MP 0R^7QQ 


3924 


0.023151 


ubiquitin specific protease 10 (USP10), 
mRNA /cds=(1 14 2510) /ab=NM 005153 
/gi=24307888 /ug=Hs.78829 /len=3009 


NM_005153 


Hs.78829 


NP_005144 


3925 


0.01738 


similar to RIKEN cDNA 1110059E24, 
clone IMAGE:5218126, mRNA 
/gb=BC028019 /gi=20380167 
/ug=Hs.1 12993 /len=3343 


BC028019 


Hs. 11 2993 
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Genes Corresponding To Differentially Expressed Genes in Figure 15 - Hyperlipidemia 


Spot 


p-value 


Description 


Gene 

Accession No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


3932 


0 023151 


cDNA FLJ 10952 fis clone 
PLACE1000374. /gb=AK001814 
/gi=7023319 /ug=Hs.381077 /len=1871 


AK001814 


Hs 381077 




3940 


0.012883 


calpain 2, (m/ll) large subunit (CAPN2), 
mRNA /cds=M43 2245Wab=NM 001748 
/gi= 12408645 /ug=Hs.76288 /len=3419 


NM_001748 


Hs.76288 


NP_001739 


3942 


0.020091 


spectrin, alpha, non-erythrocytic 1 (alpha- 
fodrin) (SPTAN1), mRNA 
/cds=(1 03,7521) /gb=NM_003127 
/ai=4507190 /ua=H<; 771Q6 /lpn=77R7 


NM_003127 


Hs.77196 


NP_003118 


3948 


0.037129 


Repetitive sequence(ALU SUBFAMILY 
SQ) 


P39194 






3954 


0.004433 


esophageal cancer related gene 4 protein 
(ECRG4} mRNA/cds=M09 555^ 
/gb=NM_032411 /gi=14165275 
/ug=Hs.43125 /len=772 


NM_032411 


Hs.43125 


NP_1 15787 


3971 


0.004433 


sirtuin (silent mating type information 
reaulation 2 1(S cerevisiae^ fSIRT'H 
mRNA /cds=(54 2297} /ab=NM 012238 
/gi=1 3775598 /ug=Hs.31 176 /len=4107 


NM_012238 


Hs.31176 


NP_036370 


3990 


0.047854 


hypothetical protein HSPC155 
(HSPC155), hiRNA/cds=(241,744) 
/gb=NM_016406 /gi=7705480 
/ug=Hs.177507/len=1137 


NM_016406 


Hs. 177507 


NP_057490 


3991 


0 01 1Q2Q 


LGMD2B 

LVJ 1 VI U £- LJ 








3994 


0.002342 


mitochondrial ribosomal protein L42 
(MRPL42), transcript variant 3, nuclear 
gene encoding mitochondrial protein, 

mRNA /rd«?=M 7Q fi07> /nh=NM 1 791 78 

/gi=26667173 /ug=Hs.1 121 10 /len=2093 


NM_172178 


Hs.112110 


NP_751918 


3997 


0.004838 


NADH dehydrogenase (ubiquinone) 
flavoprotein 2, 24kDa (NDUFV2), mRNA 
/cds=M9 768Wab=NM 021074 
/gi=1 0835024 /ug=Hs.51299 /len=827 


NM_021074 


Hs.51299 


NP_066552 


4028 


0.011037 


ATP synthase, H transporting, 
mitochondrial F0 complex, subunit c 
(subunit 9), isoform 1 (ATP5G1), mRNA 
/cds=(1 20,530) /gb=NM_005175 
/gi=4885080 /ug=Hs.80986 /len=631 


NM_005175 


Hs.80986 


NP_005166 


4047 


0.021575 


mitogen-activated protein kinase kinase 
kinase 5 (MAP3K5), mRNA 
/cds=(362,4486) /gb=NM_005923 
/gi=21 536459 /ug=Hs.151988 /len=5215 


NM_005923 


Hs.151988 


NP_005914 
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Genes Corresponding To Differentially Expressed Genes in Figure 15 - H 


yperlipidemia 


Soot 


p-value 


Description 


Gene 

Accession No. 


Uniaene 

Accession 

No. 


Protein 

Accession 

No. 


4054 


0.004838 


histamine N-methyltransferase (HNMT), 
mRNA /cds=(253,1131) /gb=NMJ)06895 
/gi=5901969 /ug=Hs.81182 /len=1667 


NM_006895 


Hs.81182 


NP_008826 


4062 


0.028474 


B-cell CLL/lymphoma 6 (zinc finger 
protein 51) (BCL6), transcript variant 2, 
mRNA /cds=(421 2541) /ab=NM 138931 
/ai=21 040335 /ua=Hs 155024 /len=3630 


NM_1 38931 


Hs. 155024 


NP_620309 


4100 


0.039405 


splicing factor 30, survival of motor 
neuron-related (SPF30), mRNA 
/cds=(193 909) /ab=NM 005871 
/gi=21 361283 /ug=Hs.79968 /len=2033 


NM_005871 


Hs.79968 


NP_005862 


4105 


0.037129 


PRO0245 Drotein (PRO0245) 


NM 014122 






4106 


0.020091 


pre-B-cell colony-enhancing factor 
(PBEF), mRNA /cds=(28, 1503) 
/gb=NM_005746 /gi=5031976 
/ug=Hs.239138 /len=2376 


NM_005746 


Hs.239138 


NP_005737 


4109 


0.0068 


autonomously replicating sequence 
(ARS) 


L08437 




NP_006594 


4131 


0.004433 


thymosin, beta 4, X chromosome 
(TMSB4X), mRNA /cds=(78,212) 
/ab=NM 021 109 /ai=1 1056060 

'H w 1*1*1 W£_ 1 1 W W 1 >4 1 I 1 WWWWWW 

/ug=Hs.75968 /len=556 


NM_021109 


Hs.75968 


NP_066932 


4136 


0.023151 


602361518F1 NIH_MGC_89 cDNA clone 
IMAGE:4469716 5', mRNA sequence 
/clone=IMAGE4469716 /clone end=5' 
/ab=BG249265 /ai=12759081 
/ug=Hs.280777 /len=947 


BG249265 


Hs.280777 




4158 


0.002824 


immunoglobulin superfamily, member 6 
(IGSF6), mRNA/cds=(45,770) 
/gb=NM_005849 /gi=5031672 
/ug=Hs.135194/len=1019 


NM_005849 


Hs.135194 


NP_005840 


4169 


0 026596 


ribosomal Drotein S16 


M60854 




NP 001011 

1 N 1 wv/ 1 w 1 1 


4172 


0.024824 


cDNA FLJ14762 fis, clone 
NT2RP3003491, weakly similar to 
Drosophila melanogaster Pelle 
associated Drotein Pellino (PW) mRNA 
/cds=(66 1028) /ab=AK027668 

fWW/W 1 W, 1 Wbvl / VJ W / \l \u£. 1 WWW 

/gi=14042516 /ug=Hs.7886 /len=2866 


AK027668 


Hs.7886 


NP_065702 


4176 


0.018694 


mitotic control protein dis3 (DIS3), mRNA 

/cds=(37,2913) /gb=NM_014953 

/gi=1 992341 5 /ug=Hs.323346 /len=7320 


NM_014953 


Hs.323346 


NP_055768 


4178 


0.047854 


hypothetical protein (KIAA0536) 


AB011108 




NP 789770 


4180 


0.028474 


leucine aminopeptidase 3 (LAP3), mRNA 
/cds=( 187, 1746) /gb=NM_015907 
/gi=7705687 /ug=Hs.182579 /len=2147 


NM_015907 


Hs. 182579 


NP_056991 
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Genes Corresponding To Differentially Expressed Genes in Figure 15 - Hyperlipidemia 


Snot 


n-value 


Descriotion 


Gene 

Accession No. 


Uniaene 

Accession 

No. 


Protein 

1 M\J Iw III 

Accession 
No. 


4181 


0.018694 


KIAA0663 gene product (KIAA0663), 
mRNA/cds=(214 2646Wab=NM 014827 
/gi=7662231 /ug=Hs.1 7969 /len=4365 j 


NM_014827 


Hs. 17969 


NP_055642 


4186 


0.023151 


thioredoxin interacting protein (TXNIP), 
mRNA /cds=(222,1397) /gb=NM_006472 
/ai=5454161 /ua=Hs 179526 /lpn=2704 


NM_006472 


Hs. 179526 


NP_006463 


4189 


0.014988 


fatty-acid-Coenzyme A ligase, long-chain 
4 (FACI 4^ tran<?rrint variant 9 mRNA 
/cds=(507,2642) /gb=NM 022977 
/gi=12669908 /ug=Hs.81452 /len=5356 


NM_022977 


Hs.81452 


NP_075266 


4190 


0.042212 


protein x 0001 (LOC51185), mRNA 
/cds=(34,1044) /gb=NM_016302 
/ai=1 0047097 /ua=Hs 18925 /len=1668 


NM_016302 


Hs. 18925 


NP_057386 


4217 


0 024824 


eukarvotic translation elonaation factor 1 
delta (guanine nucleotide exchange 
protein) (EEF1D), transcript variant 1, 
mRNA /cds=(198, 2141 ) /gb=NM_032378 
/gi=25453473 /ug=Hs.334798 /len=2216 


mm 032378 


Hs 334798 


NP 115754 


4218 


0 028474 


aptix/in hpta-fv-rhain 

ClwLIVIII UCIQ V wllCIIII 








4223 


0.011929 


solute carrier family 25 
(carnitine/acylcarnitine translocase), 
member 20 (SLC25A20), mitochondrial 
protein encoded by nuclear gene, mRNA 
/cds=(37,942) /gb=NM_000387 

/yruuuuutu / u ^ — no. I ou*tj /ici i — i c. i 


NM_000387 


Hs. 13845 


NP_000378 


4224 


0.008019 


fibroblast growth factor receptor 1 (fms- 
related tyrosine kinase 2, Pfeiffer 

Qvnfirnmp^ fFfnFRI^ tranQprint wariant 7 

mRNA/cds=(727,2715)/gb=NM 023109 
/gi=1 31 86244 /ug=Hs.748 /len=4066 


NM_023109 


Hs.748 


NP_075599 


4226 


0 030461 


KIAA0436 mRNA Dartial rcte 
/cds=(1 ,2070) /gb=AB007896 
/gi=2662152 /ug=Hs.1 10 /len=4661 


AB007896 


H<; 1 10 




4234 


0.028474 


ribosomal protein S4, Y-linked (RPS4Y), 
mRNA /cds=(1 3,804) /gb=NM 001008 
/gi=1 7981 706 /ug=Hs. 180911 /len=931 


NM_001008 


Hs. 180911 


NP_000999 


4239 


0.010203 


mercaptopyruvate sulfurtransferase 
(MPST), mRNA/cds=(148,1041) 
/gb=NM_021 126 /gi=23510449 
/ug=Hs.248267 /len=1349 


NM_021126 


Hs.248267 


NP_066949 
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Genes Corresponding To Differentially Expressed Genes in Figure 15 - Hyperlipidemia 


Spot 


D-value 


Descriotion 


Gene 

Accession No. 


I Jninpnp 

Accession 
No. 


Prntpin 

Accession 
No. 


4300 


0 039603 


hvoothetical Drotein MBC3205 
(MBC3205), mRNA /cds=(21 5,784) 
/gb=NM_033408 /gi=1 5529965 
/ug=Hs.43621 /len=961 


MM 033408 

INIVI VWS/~\/U 


Hs 43621 




4308 


2.01 E-04 


KruDDel-like factor ( LOC51 71 3^ mRNA 
/cds=(85,1152) /gb=NM_016270 
/gi=7706468 /ug=Hs.107740 /len=1647 


NM 016270 


Hs 107740 


NP 057354 


4309 


0.007388 


aminopeptidase puromycin sensitive 
(NPEPPS), mRNA /cds=(1 96,2823) 
/ab=NM 006^1 0 /ai=1 5451 QOfi 

/ug=Hs.293007 /len=4177 


NM_006310 


Hs.293007 


NP_006301 


4320 


0.034784 


lysosomal associated protein 
tran^mpmhranp 4 hpta H APTM4R^ 

11 Ul IOI 1 ICI 1 IUI CI 1 IU t kJ C» LC* I L— T\ i 1 1VI*tLJ 1, 

mRNA /cds=(234.914) /gb=NM 018407 
/gi=27597070 /ug=Hs.296398 /len=2045 


NM_0 18407 


Hs.296398 


NPJD60877 


4339 


0 001606 


lamin B receDtor fLBR^ mRNA 
/cds=(76, 1 923) /gb=NM_002296 
/gi=4504960 /ug=Hs.152931 /len=3714 


NM 002296 


Hs 152931 


NP 002287 

INI \J\J 1 


4350 


0.024824 


hypothetical protein FLJ10081 
(FLJ10081) mRNA /cds=(437 2812} 
/gb=NM_017991 /gi=21361733 
/ug=Hs.7871 /len=5249 


NM_017991 


Hs.7871 


NP_060461 


4395 


0 01738 


hvoothetical orotpin I OCS 12*55 
(LOC51255), mRNA /cds=(31, 492) 
/gb=NM_016494 /gi=24475978 
/un=H€5 11156 /lpn=601 

/UU 1 1 0 . 1 1 1 JU /Id 1 UU 1 


NM 01B4Q4 


Hs 1115R 

no. i i i ju 


NP 057578 


4404 


0.00213 


KIAA1723 protein, partial cds 
/cds=UNKNOWN /gb=AB051510 
/gi=1 2697990 /ug=Hs.8700 /len=7365 


AB051510 


Hs.8700 


NP_006085 


4408 


0.004433 


mRNA for KIAA1 165 protein, partial cds. 
/rd«i=M 855^ /nh=AR0^^>QQ1 /ni=fi^0170 
/ug=Hs.30340/len=4415 


AB032991 


Hs.30340 




4436 


0.021575 


interleukin 16 (lymphocyte 
chemoattractant factor) (IL16), transcript 
variant 2 mRNA /rd<z=(2&7 4001 ^ 
/ab=NM 172217 /ai=27262656 
/ug=Hs.82127 /len=8615 


NMJI72217 


Hs.82127 


NP_757366 


4440 


0.042212 


alcohol dehydrogenase 5 (class III), chi 
oolvDeotide fADH5^ mRNA 
/cds=( 163, 1287) /gb=NM_000671 
/gi= 11496890 /ug=Hs.78989 /len=2496 


NM_000671 


Hs.78989 


NP_000662 


4464 


0.04496 


suCRase-isomaltase (SI) 


M84646 






4466 


0.047854 


cDNA: FLJ21659fis, clone COL08743. 
/gb=AK025312 /gi=10437802 
/ug=Hs.248862 /len=2423 


AK025312 


Hs.248862 




4467 


0.016146 


ureidopropionase, beta (UPB1), mRNA 
/cds=(61,1215) /gb=NM_016327 
/gi=7706508 /ug=Hs. 126926 /len=2006 


NM_016327 


Hs. 126926 


NP_057411 
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Genes Corresponding To Differentially Expressed Genes in Figure 15 - H 


yperlipidemia 


Spot 


d- value 


DescriDtion 


Gene 

Accession No. 


Uniapnp 

Accession 
No. 


Prntpin 

Accession 
No. 


4468 


0.047854 


cDNA FLJ13771 fis, clone 

PLACE4000270 /ab=AK023833 

/gi=1 0435888 /ug=Hs.288934 /len=6133 


AK023833 


Hs.288934 




4473 


0.016146 


matrilin 2 (MATN2), transcript variant 1, 
mRNA/cds=M26 2996Wnb=NM 002^80 
/gi=13518036 /ug=Hs.19368 /len=3496 


NM_002380 


Hs. 19368 


NP_085072 


4511 


0.001592 


syndecan binding protein (syntenin) 
c'SDCRP^ mRNA /rd<5=M4Q 104^ 
/gb=NM_005625 /gi=5032082 
/ug=Hs.8180 /len=2193 


NM_005625 


Hs.8180 


NP_005616 


4513 


0.011929 


hepatitis B virus x interacting protein 
(HBXIP), mRNA/cds=(56,331) 
/ab=NM 006402 /ai= c >45416Q 
/ug=Hs.433355 /len=605 


NM_006402 


Hs.433355 


NP_006393 


4515 


0.028474 


cell recognition molecule CASPR3 
(CASPR3), transcript variant 1, mRNA 
/cds=(408 3872) /ab=NM 033655 
/gi=16306508 /ug=Hs.212839 /len=5017 


NM_033655 


Hs.212839 


NP_387504 * 


4525 


0.018694 


U5 snRNP-specific protein,,;116 kD (U5- 
116KD), mRNA /cds=(61, 2979) 
/ab=NM 004747 /ni=475Q?7Q 
/ug=Hs.151787 /len=3784 


NM_004247 


Hs. 151 787 


NP_004238 


4532 


0.018281 


endonuclease/reverse transCRiptase 
[Mus musculus] 


AAC53542 






45 T> 




nrntein (PC1'?&\ mRNA 
/cds=(695,2296) /gb=NM_018442 
/gi=8923955 /ug=Hs.279882 /len=2727 


MM 01R449 


Uc 97QRR9 


MP nRDQ19 

IN r UOUC7 I £. 


4537 


0.013901 


cleavage and polyadenylation specific 
factor 5, 25 kDa (CPSF5), mRNA 

/gi=5901925 /ug=Hs.9605 /len=764 


NM_007006 


Hs.9605 


NP_008937 


4540 


0.016146 


decay accelerating factor for complement 
(CD55, Cromer blood group system) 
(DAR mRNA Irc\^=(P>fi 191 1) 
/gb=NM_000574 /gi=1 08351 42 
/ug=Hs.1369/len=2102 


NM_000574 


Hs.1369 


NP_000565 


4554 


0.003392 


integral membrane protein 2B (ITM2B), 
mRNA /cds=(171, 971) /gb=NM_021999 
/gi=1 1527401 /ug=Hs.239625/len=1843 


NM_021999 


Hs.239625 


NP_068839 


4556 


0.011037 


phosphorylase, glycogen; liver (Hers 
disease, glycogen storage disease type 
VI) (PYGL), mRNA /cds=(52,2595) 
/gb=NM_002863 /gi=4506352 
/ug=Hs.771 /len=2643 


NM_002863 


Hs.771 


NP_002854 
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Genes Corresponding To Differentially Expressed Genes in Figure 15 - Hyperlipidemia 


Spot 


p-value 


Description 


Gene 


Unigene 
No. 


Protein 
No. 


4583 


0.04496 


restin (Reed-Steinberg cell-expressed 
intermediate filament-associated protein) 
(RSN), mRNA/cds=(1 33,441 6) 
/gb=NM_002956 /gi=4506750 
/ua=Hs 31638 /len=5857 

1 UU ■ IW> W 1 W W W 1 1 W 1 1 WWW » 


NM_002956 


Hs.31638 


NP_002947 


4616 


0.028474 


603054284F1 NIH_MGC_122 cDNA 
clone IMAGE:5203652 5", mRNA 
sequence /clone=IMAGE:5203652 
/clone_end=5' /gb=BI767055 
/ai=1 5758633 /ua=Hs 356004 /len=1067 


BI767055 


Hs.356004 




4647 


0.04496 


S-phase kinase-associated protein 1A 
(p19A) (SKP1A), transcript variant 1, 
mRNA /cds=M40 622} /ab=NM 006930 
/gi=25777710 /ug=Hs.171626 /len=2172 


NM_006930 


Hs. 171 626 


NP_733779 


4650 


0.04496 


WW domain binding protein 11 (WBP11), 
mRNA /cds=(162,2087) /gb=NMJ)16312 
/gi=1 8375679 /ug=Hs.33481 1 /len=2690 


NMJD16312 


Hs.334811 


NP_057396 


4653 


0.003392 


degenerative spermatocyte lipid 
desaturase (Drosophila) (DEGS), ■„ 
tran^rrint variant 1 mRNA V» 
/cds=(1 12,1083) /gb=NM_003676 
/gi=21614503 /ug=Hs.185973 /len=2058 


NM_003676 


Hs. 185973 


NP_659004 


4659 


0 026596 


rptinnin arirl inHupprl 9 ^RAI9^ mRNA 

1 will IVJIw ClwIU 1 1 IUUI/CU \ V\r\\£.) % I 1 1 1\ 1 NrA 

/cds=(379,1971) /gb=NM_021785 
/gi=12056469 /ug=Hs.49597 /len=2338 


MM n?17ft ( > 

IN I VI \J*L 1 f oo 


He 

no.H??057/ 


IN r _UDOO%J l 


4689 


0.04496 


t-complex-associated-testis-expressed 1 - 

likp fTCTFII ^ mRNA /rrf<;=ffiQ 41Q^ 

llr\C y 1 w 1 1— l *—/ , II 1 1 » 1 » i\ / ww!w I ww,*T 1 w 1 

/gb=NM_006520 /gi=5730086 
/ug=Hs.446392 /len=2156 


NM_006520 


Hs.446392 


NP_006511 


4693 

*TV WW 


0 001442 


hktonp familv (HI W\ m^F^R^ 

i iw i iioLwi ic, iciiiiiiy vu yi io. uuy ^norouy, 

mRNA /cds=(1 18,528) /gb=NM_005324 
/gi=21 264598 /ug=Hs. 180877 /len=1662 


NM Cl()W?d 

IN IVI \J\J\JO£.H 


no. i ouo f I 


np nns^is 

in n uujo i ij 


4695 


0.032563 


oxytocin receptor (OXTR), mRNA 
/cds=(622 1791Wab=NM 000916 
/gi=12707575 /ug=Hs.2820 /len=4357 


NM_000916 


Hs.2820 


NP_000907 


4698 


0.030409 


retinoic acid receptor, beta (RARB), 
transcript variant 1, mRNA 
/cds=(469,1815) /gb=NM_000965 
/gi=1 491 6493 /ug=Hs. 1 71 495 /len=31 1 9 


NM_000965 


Hs.1 71495 


NP_057236 


4701 


0.024824 


ubiquitin-like 5 (UBL5), mRNA 
/cds=(66,287) /gb=NM_024292 
/gi=1 3236509 /ug=Hs. 13836 /len=413 


NM_024292 


Hs. 13836 


NP_077268 
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Genes Corresponding To Differentially Expressed Genes in Figure 15 - H 


yperlipidemia 


Spot 


n-value 


Descriotion 


VJvl IC 

Accession No. 


1 Ininpnp 

UIIIMwl IC 

Accession 
No. 


Prntoin 

Accession 
No. 


4720 


0.013901 


heterogeneous nuclear ribonucleoprotein 
R (HNRPR), mRNA/cds=(91,1992) 
/ab=NM 005826 /ai=14141 188 

/ M *^ 1 l It 1 v vvvtav 1 | 1 1 

/ug=Hs. 15265 /len=2663 


NM_005826 


Hs. 15265 


NP_005817 


4722 


0 011929 


S-ohase kinase-associatpd nrotpin 1A 
(p19A) (SKP1A), transcript variant 1, 
mRNA /cds=(140,622) /gb=NM_006930 
/ai=25777710 /un=hk 171fi?6 /lpn=917? 


NM 006930 


H«; 171R96 

1 to. 1 / 1 \J£.\J 


NP 71T77Q 


4723 


8.65E-04 


Escherichia coli K-12 MG1655 section 
343 of 400 of the complete genome 


AE000453 






4728 


0.042212 


pp21 (LOC51186), mRNA 
/cds=(263 577^ /nh=NM 016^01 
/gi=10047099 /ug=Hs.15984 /len=1038 


NM_016303 


Hs. 15984 


NP_057387 


4736 


0.008019 


E74-like factor 1 (ets domain 
transcription factor) (ELF1), mRNA 
/cds=(256 21 1 5^ /ab=NM 1 72373 
/gi=27363483 /ug=Hs. 154365 /len=3526 


NM_1 72373 


Hs. 154365 


NP_758961 


4737 


0.032563 


deoxyribonuclease II, lysosomal 
fDNASE2^ mRNA /cds=fQ4 1176^ 
/gb=NM_001375 /gi=4503348 
/ug=Hs. 11 8243 /len= 1975 


NM_001375 


Hs,1 18243 


NP_001366 


4741 


0 018694 


hvnnthptiral nrntpin Mf^P91Q81 
(MGC21981), mRNA/cds=(66,764) 
/gb=NM_1 53267 /gi=23397567 
/ug=Hs.131987 /len=1727 


NM 1«^9R7 

IN IVI 1 OO^VJ / 


Uc 1^1 Q«7 
no. I O I v?0 / 


MP fiCMQQQ 


4757 




Qsrroma arnnlifioH connonro ^QAQ\ 
oalL/Ullla al 1 IfJIII I tJU ocLjUfcMluc ^OnO), 

mRNA /cds=(1 55,787) /gb=NMJ)05981 
/gi=21264346 /ug=Hs.50984 /len=1809 


INIVI UUOaO 1 


ns.ouyo'f 


MP 00^079 


4761 


0.015733 


calpastatin (CAST), transcript variant 2, 

mRNA /rd<;=MS5 9915 Wnh=MM 173060 

/gi=27765084 /ug=Hs.359682 /len=4296 


NM_1 73060 


Hs.359682 


NP_775085 


4765 


0.013901 


N-myc (and STAT) interactor (NMI), 
mRNA /cds=(281,1204) /gb=NM_004688 


NM_004688 


Hs.54483 


NP_004679 


4769 


0.004059 


mitochondrial ribosomal protein L37 
fMRPI *^7^ nurlpar npnp pnrndinn 
mitochondrial protein, mRNA 
/cds=(78,1349) /gb=NM_016491 
/gi=225471 33 /ug=Hs.4209 /len=1 51 1 


NM_016491 


Hs.4209 


NP_057575 


4774 


0.034784 


ribosomal protein S19 (RPS19), mRNA 
/cds=(70,507) /gb=NM_001022 
/gi=14591914 /ug=Hs.298262 /len=569 


NM_001022 


Hs.298262 


NP_001013 


4782 


0.01738 


CDC-like kinasel (CLK1), mRNA 
/cds=(156,1610)/gb=NM 004071 
/gi=4758007 /ug=Hs.2083 /len=1834 


NM_004071 


Hs.2083 


NP_004062 
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Genes Corresponding To Differentially Expressed Genes in Figure 15 - H 


yperlipidemia 


Spot 


p-value 


Desc notion 


Gene 

Accession No. 


Uniaene 

Accession 

No. 


Protein 

I I W * W III 

Accession 
No. 


4798 


0.008697 


Rho-associated, coiled-coil containing 
protein kinase 2 (ROCK2), mRNA 
/cds=(455,4621) /gb=NM_004850 
/ai=6633807 /ua=Hs 58617 /len=6409 


NM_004850 


Hs 58617 

1 1 W. WWW 1 f 


NP 004841 

• ^1 WW »W » 1 


4807 


0.01738 


glypican 6 (GPC6), mRNA 

/cds=(61 6,2283) /gb=NM_005708 , 

/gi=8051601 /ug=Hs.1 18407 /len=2760 


NM_005708 


Hs.1 18407 


NP_005699 


4814 


0.024441 


ribosomal Drotein L10a (RPL10A} mRNA 
/cds=(1 6,669) /gb=NM 007104 
/gi=15431287 /ug=Hs.425293 /len=700 


NM 007104 


Hs 425293 


NP 009035 

INI Vswwwww 


4830 


0 034784 


aolain-67 (KIAA0855) mRNA 
/cds=(343,2238) /gb=NM_015003 
/gi=1 992341 7 /ug=Hs. 182982 /len=4578 


NM 015003 

I^IIVI w I wwww 


Hs 182982 

1 IO. 1 \J£-\J\JC- 


NP 851422 

INI WW 


4831 


7.78E-04 


protein kinase C, theta (PRKCQ), mRNA 
/cds=(22,2142) /gb=NM_006257 
/gi=5453975 /ug=Hs.21 1593 /len=2705 


NM_006257 


Hs.211593 


NP_006248 


4835 


4.04E-04 


tj81f06.x1 

Soares NSF F8 9W OT PA P S1 
cDNA clone IMAGE:2147939 3' similar to 
gb:M1 1050 GLUCOCORTICOID 
RECEPTOR, BETA mRNA sequence 
/clone=IMAGE:21 47939 /clone_end=3' 
/gb=AI472273 /gi=4334363 
/ua=Hs 228361 /len=555 

1 W. \A ■ I^J.kblj'uVy 1 / 1^1 1 WWW 


AI472273 


Hs.228361 




4837 


0 018694 

W.V 1 \J\J w~ 


UI-H-BW1-ami-a-07-0-UI s1 

\j i ii uvv i ci i i ij y \j t \j \j i . o i 

NCI_CGAP_Sub7 cDNA clone 
IMAGE3070261 3' mRNA seauence 

1 1 V lf\\*J 1 — . \JU I \J £-\J I \j j 1 1 1 1 \ 1 \ OCUUCI IOC 

/clone=IMAGE:3070261 /clone_end=3' 
/gb=BF513214/gi=1 1598393 
/ug=Hs.445888 /len=620 


BF51^214 


Hs 445R88 




4855 


0.042212 


KIAA0795 Drotein(KIAA0795* mRNA 

i 1 yji vsiwii i^i xi#v»w i Cv^| iillxl ^l/» 


XM 016166 






4856 


0.042212 


similar to unknown protein (low aa match) 


XP_066236 






4874 


0.011929 


ankyrin repeat domain 10 (ANKRD10), 
mRNA/cds=n36 1398Wab=NM 017664 

1111 M ^ / * / vww \ 1 WW | 1 W W W 1 / W W M IV 1 W 1 1 WW • 

/gi=8923103 /ug=Hs.1 72572 /len=2509 


NM_017664 


Hs. 172572 


NP_060134 


4881 


0.004433 


glyoxylate reductase/hydroxypyruvate 
reductase (GRHPR), mRNA 
/cds=(42,1028) /gb=NM_012203 
/gi=6912395 /ug=Hs. 155742 /len=1235 


NM_012203 


Hs. 155742 


NP_036335 


4884 


0.003808 


geranylgeranyl diphosphate synthase 1 
(GGPS1), mRNA /cds=(233, 1135) 
/gb=NM_004837 /gi=21 359876 
/ug=Hs. 55498 /len=1489 


NM_004837 


Hs.55498 


NP_004828 
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Stint 




DescriDtion 


VJCI IC 

Accession No. 


ui iiycnt; 

Accession 
No. ! 


rl VJlclII 

Accession 
No. 


4909 


0.009424 


hypothetical protein FLJ20542 
(FLJ20542} mRNA /cds=(63 899^ 

y • \—\j£-\j t— j , 1 1 1 1 \ i n n rvAJO ^J,UJ^I 

/gb=NM_032179 /gi=14149862 
/ug=Hs.6449 /len=1984 


NM_032179 


Hs.6449 ; 


NP_1 15555 


4Q15 




hvnnthptiral nrntpin Fl I1^14Q 

(FLJ13149), mRNA/cds=(291,2585) 
/nh=NIM 0?1 ft?fi /ni=1 1 141 Q09 

/ug=Hs. 112188 /len=2836 


KIM 091ft9fi 


no. \ \c.\ OO 


MP Hfift^Qft 
IN r_UDOOyO 


4919 


0.034784 


KIAA0436 mRNA, partial cds. 
/cds=(1,2070) /gb=AB007896 
/gi=2662152 /ug=Hs.110 /len=4661 


AB007896 


Hs.110 








nKF7n4^4N1717 Ifmm rlnn*» 
DKFZp434N1717) 


ai ivw^ 




MP 47^^c;7 
IN r HI OOD f 


4946 


0.001935 


myosin, light polypeptide 6, alkali, smooth 
muscle and non-muscle (MYL6), 

tran^orint variant "\ mRNA /nHQ=^41 R14\ 

/gb=NM_079425 /gi=1 7986263 
/ug=Hs.77385 /len=717 


NM_079425 


Hs.77385 


NP_524149 


4956 


0.032563 


hypothetical protein FLJ20671 
(Fl I?0fi71^ mRNA Icd^iA^ 4fi^ 
/gb=NM_017924 /gi=1992351 1 
/ug=Hs. 180201 /len=2855 


NM_017924 


Hs. 180201 


NP_060394 


4QRQ 


fl 049919 

U.v4u I i. 


clone DKFZp434A163); partial cds 
/cds=(1,4964) /gb=AL110218 

/ni=^ft171^n /iin-He 197401 /lon-^nB4 
/yi— i # i ju /uy-no. i^/*+u i /icn— ouoh 


AI 1 1 D91 ft 
ML I I KJ£. I O 


Me 197/101 




4979 


0.047854 


ribosomal protein L6 (RPL6), mRNA 

/cds=(32,898) /gb=NM_000970 

/gi= 16753226 /ug=Hs.409045 /len=950 


NM_000970 


Hs.409045 


NP_000961 






Ocllc OO/IVIiy-O ^IvMO Dj, iTlrxINM 

/cds=(213,1601) /gb=NM_018948 
/gi=21 314673 /ug=Hs.11 169 /len=3099 


inivi u I oy*fo 


ns. i i ioy 


IN r_UO I OZ I 


4981 


0.004838 


hypothetical protein FLJ 13386 

(Fl H^ftfi^ mPNA /rrlc-(49ft 9*^Crt 
UJ lOOOOj, i llr\IN/-\ /OUo- \H£.0 } £.\jOsy ) 

/gb=NM_0251 80 /gi=22095366 
/ug=Hs. 300876 /len=2770 


NM_025180 


Hs.300876 


NP_079456 


4988 


0.012883 


translocase of outer mitochondrial 
membrane 70 A (yeast) (TOMM70A), 
mRNA/cds=(92,1918)/gb=NM 014820 
/gi=7662672 /ug=Hs.21198 /len=4017 


NM_014820 


Hs.21198 


NP_055635 


4992 


6.28E-04 


tissue factor pathway inhibitor (lipoprotein- 
associated coagulation inhibitor) (TFPI), 
mRNA/cds=(1,915)/gb=NM 006287 
/gi=671 5569 /ug=Hs. 1 70279 /len=91 5 


NM_006287 


Hs. 170279 


NP_006278 
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yperlipidemia 


Spot 


p-value 


Description 


Gene 

Accession No 


Unigene 
No. 


Protein 
No. 


4993 


0 037129 


likelv ortholoa of mouse heDatoma- 
derived growth factor, related protein 3 
(HDGFRP3), mRNA/cds=(1 56,767) 
/gb=NM_016073 /gi=21 359902 
/ua=Hs 127842 /len=1973 


NM 016073 


Hs 127842 


IMP 057157 


5010 


0.011037 


DKFZp586E0524 (from clone 
DKFZp586E0524) 


AL110153 




NP_000974 


5017 


0.010203 


HMG-box containing protein 1 (HBP1), 
mRNA/cds=(187,1731) /gb=NM_012257 
/ai=21 36141 0/ua=Hs 10882 /len=2857 


NM_012257 


Hs. 10882 


NP_036389 


5024 


0.012883 


xylosylprotein beta 1,4- 
galactosyltransferase, polypeptide 7 
(aalactosvltransferasp h i / B4GAL T7^ 
mRNA /cds=(41,1024) /gb=NM_007255 
/gi=6005951 /ug=Hs.54702 /len=1669 


NM_007255 


Hs.54702 


NP_009186 


5029 


0.005275 


mortality factor 4 like 1 (MORF4L1), 
mRNA /cds=M 32 1103 Wab=NM 006791 
/gi=5803101 /ug=Hs.6353 /len=1766 


NM_006791 


Hs.6353 


NP_006782 


5037 


0.0068 


MAP kinase-interacting serine/threonine 
kinase 2 (MKNK2), mRNA 
/cds=(23,1267) /gb=NM_017572 
/ai=9994196 /ua=H<; 261828 /lt»n= 1*540. 


NM_017572 


Hs.261828 


NP_060042 


5044 


0.039603 


S100 calcium binding protein A4 (calcium 
protein, calvasculin, metastasis murine 
placental (S100A4), transcript variant 1, 
mRNA /cds=i / 70 375^ /ab=NM 002Q61 
/gi=9845514 /ug=Hs.81256 /len=512 


NM_002961 


Hs.81256 


NP_062427 


5047 


0 005746 


hvnnthptiral nrntpin D l^9ftF1Q P1 1 

1 \jfJ\J^\ IdlOCIl UlCII 1 L/J U^.UI_ 1 C . V-' 1. 1 

(DJ328E1 9.C1 . 1 ), mRNA /cds=(1 8,2783) 
/gb=NM_015383 /gi=7657016 
/ug=Hs.218329 /len=3689 


nm 01 

INIVI \J UJOO 




MP n*ifi1QR 


5049 


0.011037 


mRNA for KIAA0592 protein, partial cds. 
/cds=(1 ,4062) /gb=AB01 1 164 
/ai=3043707 /ua=Hs 439367 /len=4623 


AB011164 


Hs.439367 




5050 


0.006254 


protein phosphatase 3 (formerly 2B), 
catalytic subunit, alpha isoform 
(calcineurin A alpha) (PPP3CA), mRNA 
/cds=(407,1972) /gb=NMJ)00944 
/gi=1 99231 30 /ug=Hs.272458 /len=4425 


NM_000944 


Hs.272458 


NP_000935 


5053 


0.008019 


tubulin-specific chaperone d (TBCD), 
mRNA /cds=(1 10,3688) /gb=NM_005993 
/gi=8400735 /ug=Hs. 12570 /len=3927 


NM_005993 


Hs.12570 


NP_005984 
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p-value 
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Gene 

Accession No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


5062 


0 007388 


KIAA1 208 protein, partial cds 
/cds=UNKNOWN /gb=AB033034 
/gi=6382021 /ug=Hs.7041 /len=6447 


AB033034 


Hs.7041 


NP 077288 

111 \J 1 1 


5069 


0 023151 


hsD70-interactina Drotein (HSPBP11 
mRNA/cds=(312,1400) /gb=NM_012267 
/gi=21 361406 /ug=Hs.53066/len=1795 


NM 012267 

I'll VI \J 1 Cm£*\J 1 


Hs 53066 


NP 036399 


5102 


5 63E-04 


mfilin 1 fnon-mu^rlp^ (CFl mRNA 

I Hill 1 Ivl 1 II lUOUICy ^ 1 l_ 1 J , 1 1 1 1 \l Tl^l 

/cds=(52,552) /gb=NM_005507 
/ni=5031634 /ua=H<? 180370 /lpn=105Q 


NM 005507 

INIVI \J\J\J\J\J t 


He; 18m70 


NP D0S4Q8 


5111 


0.016146 


chromosome 14 open reading frame 94 
(C14orf94), mRNA /cds=(21 1,1302) 
/ab=NM 017815 /ai=89233Q5 
/ug=Hs.8886 /len=1618 


NM_017815 


Hs.8886 


NP_060285 


5147 


0.008697 


blue cone opsin gene, complete cds 
(L32835.1) 


L32835 


Hs. 1021 19 




5187 


0 014988 


zinc finaer Drotein 281 (ZNF2811 mRNA 
/cds=(24,2711) /gb=NM_012482 
/gi=69 12751 /ug=Hs. 59757 /len=3029 


NM 012482 


Hs 59757 

1 IO. JC ( \J % 


NP 036614 

1 ^1 1 UvJvU 1 " 


5188 


0.026596 


p53R2 mRNA for ribonucleotide 
reductase comDlete cds 

1 vUUulUJv, 1 1 lUlvlw vVJO. 

/cds=(245,1300) /gb=AB036063 
/gi=7229085 /ug=Hs. 94262 /len=4955 


AB036063 


Hs. 94262 




5193 


0.014988 


RAB23, member RAS oncogene family 

fRAB23^ mRNA /eds=M51 8fi4^ 
/gb=NM_016277 /gi=1 9923480 
/ug=Hs.94769 /len=2588 


NM_016277 


Hs.94769 


NPJ)57361 


5204 


0 04496 


stathmin-likp ^ (STMN^ mRNA 

O LCI LI II 1 III 1 llr\w vJ 1 IVI 1 >loy, II 1 1 \ 1 N/A 

/cds=(83,625) /gb=NM_015894 

/gi=1 4670374 /ug=Hs.285753 /len=2255 


NM 0158Q4 


Hs 2R575^ 


NP 0^078 
i>ir y jog f o 


5206 


0.047854 


CAAX box 1 (CXX1), mRNA 
/cds=(335,964) /gb=NM_003928 
/gi=4503180 /ug=Hs.250708 /len=1209 


NM_003928 


Hs.250708 


NP_003919 


5220 


0 04496 


palrii Jtn-indpnpnrlpnt fllnha-latrntnYin 

uaioiuni ii \\jk\zyj^\ \ \jk\z\ il aiLvi 10 lau wluaii \ 

receptor homolog 2 (CIRL-2) mRNA, 
complete cds 


AFOfiTIO? 

#\l \J\J\J 1 \J£- 






5224 


0.028474 


ubiquitously-expressed transcript (UXT), 
transcript variant 1, mRNA 
/cds=( 155,664) /gb=NM_1 53477 
/gi=24041017 /ug=Hs.172791 /len=734 


NM J 53477 


Hs. 172791 


NP_705582 


5235 


0.003097 


major histocompatibility complex, class II, 
DR beta 1 (HLA-DRB1), mRNA 
/cds=(63,863) /gb=NM_002124 
/gi=4504410 /ug=Hs.375570 /len=1182 


NMJJ02124 


Hs.375570 


NP_002115 
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Spot 


p-value 


Description 


Gene 


Unigene 
No. 


Protein 

MCucoolOn 

No. 


5241 


0.012883 


RNA binding motif, single stranded 
interacting protein 1 (RBMS1), transcript 
variant MSSP-2 mRNA /cds=(266 1435} 
/gb=NM_016839 /gi=8400723 
/ua=Hs 241567 /len=1679 


NM_016839 


Hs.241567 


NP_058523 


5243 


0 010203 


ii ui i iuoui i ic i " i t c a lj 1 1 1 y i ionic? 

(C14orf2), mRNA /cds=(61, 237) 
/gb=NM_004894 /gi=4758939 
/ug=Hs. 109052 /len=627 


NM 0048Q4 ' 

IN IVI UUtUJt 


no. i ujuji 


NP 00488*1 




0 047854 


E.SV/IICI lol IIO OUII fx I C. IVIV3 1 UO*J otJOLIUI 1 

343 of 400 of the complete genome 


AFnnn4^^ 






5274 


0.030461 


lysosomal apyrase-like 1 (LYSAL1) 


XM 040572 






5275 


0.032563 


DKFZP434F091 protein 
(DKFZP434F091} mRNA 
/cds=(335,1858) /gb=NM_015453 
/gi=14149689 /ug=Hs.30488 /len=2897 


NM_015453 


Hs.30488 


NP_056268 


5277 


0.020091 


reversion-inducing-cysteine-rich protein 
with kazal motifs (RECK), mRNA 
/cds=(93 3008} /ab=NM 021 111 
/gi=1 18631 55 /ug=Hs.29640 /len=4414 


NM_021111 


Hs.29640 


NP_066934 


5283 


0.037129 


transforming, acidic coiled-coil containing 
protein 2 (TACC2), mRNA 
/cds=f87 ^167} /oh=NM 00RQQ7 

/gi=1 11 19413 /ug=Hs.272023 /len=3686 


NM_006997 


Hs.272023 


NP_008928 




0 007894 


nnlwfrf*^ hinHinn nrntoin 1 fPf^RP 1 ^ 
JJUiy^lw^ UlllUlliy fJIULClII I \r UDr I ^, 

mRNA /cds=( 178,1 248) /gb=NM 006196 
/gi=14141 164 /ug=Hs.2853 /len=1634 


mm nnfiiQfi 


ns.zojj 


MP HHR1R7 
IN " — UUO I O / 


5317 


0.042059 


ribosomal protein S2 (RPS2), mRNA 

/cds=(1 2,893) /gb=NM_002952 

/gi= 15055538 /ug=Hs. 356360 /len=978 


NM_002952 


Hs.356360 


NP_002943 


5323 


0 012883 


pnithplial mpmhrflnp nrntoin ^FMP?^ 
cjji ii icncai i i ici 1 1 vji ai ic jjiuicin o ^l_ivii Oy, 

mRNA /cds=(242,733) /gb=NM_001425 
/gi=4503562 /ug=Hs.9999 /len=817 


nm nni49^ 

INIVI UU \ H£.\J 


Uc QQQQ 
II v». 57575757 


IN i \J\J 14 ID 


5325 


0.013901 


eukaryotic translation elongation factor 2 

(EEF2} mRNA /cds=f69 7dA^\ 
/gb=NM_001961 /gi=25453476 
/ug=Hs.75309 /len=3148 


NM_001961 


Hs.75309 


NP_001952 


5330 


0.01738 


discs, large 7 (Drosophila) (DLG7), 
mRNA /cd<;=f?18 77^^ /nh=NM 0147^0 
/gi=21361644 /ug=Hs.77695 /len=2979 


NM_014750 


Hs.77695 


NP_055565 


5344 


0.034784 


Similar to hypothetical protein 
dJ465N24.2.1, clone IMAGE:5269181. 
mRNA /gb=BC041843 /gi=27693120 
/ug=Hs.259412 /len=3079 


BC041843 


Hs.259412 




5364 


0.047854 


hypothetical protein DKFZp547l224 
(RefSeq aa 9e-31) 


NP_064606 
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Accession No. 


Uniaenp 

UIIIUvl IC 

Accession 
No. 


■ 1 Ulvll 1 

Accession 
No. 


5393 


0.020091 


ubiquitination factor E4B (UFD2 yeast) 
(UBE4B) mRNA /cds=f86 3994} 
/gb=NM_006048 /gi=51 74482 
/ug=Hs.24594 /len=5314 


NM_006048 


Hs.24594 


NP_006039 


5400 


0.04496 


dUTP pyrophosphatase (DUT), mRNA 
/cds=(20 514Wab=NM 001948 

/ vUw y£-\J y \J 1 •/ 'M v INIVI \J\J 1 CJ"U 

/ai=21361335 /ua=hk 367676 /lpn=1816 


NM_001948 


Hs. 367676 


NP_001939 


5401 


0.023151 


clone MGC:46380 IMAGE: 4524661, 
mRNA, complete cds /cds=(296,2071) 
/gb=BC038805 /gi=24416461 
/ug=Hs.32425 /len=2554 


BC038805 


Hs. 32425 


NP_076870 


5402 


0 023151 


brain cDNA rlonpOnnA-21491 


AB050422 






5408 


0.018694 


mitogen-activated protein kinase kinase 
kinase 7 interacting protein 2 
fMAP3K7IP2^ transcrint variant 2 mRNA 
/cds=( 176, 1786) /gb=NM_145342 
/gi=21735558 /ug=Hs.109727 /len=4359 


NM_1 45342 


Hs. 109727 


NP_663317 


5413 


0 016146 


mRNA for hvnothetical nrotein fORFI^ 

iiii\i^i/» iui 1 1 y pxjii luiiuai pi uicii i i vim i i 

/cds=(327,989) /gb=AJ297792 
/ai=27526568 /ua=Hs 11114 /len=41 1 0 


AJ297792 


Hs 11114 

1 IO. 1 1 1 1 *T 




5433 


0.030461 


actin related protein 2/3 complex, subunit 
5, 16kDa (ARPC5), mRNA 
/cds=( 192,647) /gb=NM_005717 


NM_005717 


Hs. 82425 


NP_005708 


5471 


0.002342 


short form transcription factor C-MAF (c- 
maf) 


AF055376 




NP_005351 


5477 


0.005275 


lectin, galactoside-binding, soluble, 3 

fnalprtin 'W (\ £5AI mRNA 
/cds=(19,771) /gb=NM_002306 
/gi=4504982 /ug=Hs.621 /len=914 


NM_002306 


Hs.621 


NP_002297 


5489 


0.0068 


DKFZP566H073 protein 
(DKFZP566H073), mRNA 

/gi=14149701 /ug=Hs.7158 /len=1723 


NM_015528 


Hs.7158 


NP_056343 


5506 


0.034784 


Xf26f10.x1 NCI_CGAP_Ut1 cDNA clone 
IMAGE261921 1 3' mRNA spaupnrp 
/clone=IMAGE:261921 1 /clone_end=3' 
/gb=AW1 30007 /gi=61 31612 
/ug=Hs.389726 /len=423 


AW1 30007 


Hs.389726 




5508 


0.024824 


KIAA0185 mRNA, complete cds. 
/cds=(1,5656) /gb=D80007 /gi=1 136429 
/ug=Hs.239499 /len=5823 


D80007 


Hs.239499 




5510 


0.004059 


eukaryotic translation initiation factor 3, 
subunit 7 zeta, 66/67kDa (EIF3S7), 
mRNA /cds=(372,2018) /gb=NM_003753 
/gi=23238220 /ug=Hs.55682 /len=2169 


NM_003753 


Hs. 55682 


NP_003744 
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Protein 

Accession 

No. 


5514 


0.024824 


ribosomal protein L4 (RPL4), mRNA 
/cds=(57 1340Wab=NM 000968 
/gi=16579884 /ug=Hs.286 /len=1449 


NM_000968 


Hs.286 


NP_000959 


5516 


0.012883 


dihydrofolate reductase (DHFR), mRNA 
/cds=(480,1043) /gb=NM_000791 
/ai=7262376 /ua=Hs 83765 /len=3900 


NM_000791 


Hs.83765 


NP_000782 


5520 


0.01738 


transforming growth factor-beta type 1 
receptor 


AF035669 






5521 


0.032563 


papillomavirus L2 interacting nuclear 
Drotein 1 (PLINP-1^ mRNA/cds=M 669^ 
/gb=NM_052850 /gi=1 8959277 
/ug=Hs.83135 /len=669 


NM_052850 


Hs.83135 


NP_443082 


5549 


0.042212 


N-methylpurine-DNA glycosylase (MPG), 
mRNA /cds=M 47 1043 Wab=NM 002434 
/gi=4505232 /ug=Hs.79396 /len=1108 


NM_002434 


Hs.79396 


NP_002425 


5574 


0.04496 


hypothetical protein FLJ20452 
(FLJ20452), mRNA /cds=(1 5,614) 
/gb=NM_017828/gi=21361660 
/ug=Hs.351327 /len=1948 


NM_017828 


Hs.351327 


NP_060298 


5576 


0.037129 


mRNA; cDNA DKFZp451A0419 (from 
clone DKFZd451A0419^ /ab=AL833070 
/gi=21733661 /ug=Hs.146233 /len=4831 


AL833070 


Hs. 146233 




5581 


0.011037 


cDNA FLJ35019fis, clone 
OCBBF2014541 /ab=AK092338 
/gi=21750910 /ug=Hs.348799 /len=2778 


AK092338 


Hs. 348799 




5584 


0.037129 


regulator of nonsense transcripts 1 
(RENT1), mRNA /cds=(232,3588) 
/ab=NM 002911 /ai=1 8375672 
/ug=Hs.12719/len=5300 


NM_00291 1 


Hs.12719 


NP_002902 


5591 


0.037129 


SEC22 vesicle trafficking protein-like 3 
(S cerevi<5iae^ fSFC22L3^ tran^crint 

t w< wwl w V lOIQw J 1 vl_W£.L. l—\-t I j 11 CI 1 1 Owl IUL 

variant 2, mRNA /cds=(1 1 9,871 ) 
/gb=NM_004206 /gi=21536310 
/ug=Hs.12942/len=1519 


NM_004206 


Hs. 12942 


NP_1 16752 


5600 


0 018694 


ADP-ribosvlation factor 5 (ARF5^ mRNA 

/it/ 1 i i Uvo y iuuui i i aoivi \y I / a i \i v/ ( iiiixi / \ 

/cds=(37,579) /gb=NM 001662 
/gi=6995999 /ug=Hs.430657 /len=978 


MM 001662 

1 >t 1 V I \J\J 1 vvc 


Hs 430657 


NP 001653 


5612 


0.007388 


MAP-kinase activating death domain 
(MADD), transcript variant 4, mRNA 
/cds=( 192,51 35) /gb=NM_003682 
/gi=1 8860876 /ug=Hs.82548 /len=6016 


NM_003682 


Hs.82548 


NP_569832 


5616 


0.011929 


solute carrier family 31 (copper 
transporters), member 1 (SLC31A1), 
mRNA/cds=(153,725) /gb=NM_001859 
/gi=4507014 /ug=Hs. 380728 /len=1804 


NM_001859 


Hs.380728 


NP_001850 
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Unigene 

Accession 

No. 


Protein 

Accession 

No. 


\j\JsL\J 




Qnliitp parripr familv 0^% fmitnphnnHrial 

carrier; adenine nucleotide translocator), 
member 6 (SLC25A6), nuclear gene 
encoding mitochondrial protein, mRNA 

/gi=27764862 /ug=Hs.407372 /len=1455 


mm nnifi^R 

INIVI_UU IOOO 


nb.nU/ Ol £. 


mp nniR?7 

IN r UU 1 U£ / 


5632 


0.0068 


macrophage migration inhibitory factor 
^yiycooyidiion-inniDiiiny laciory ^ivur/, 
mRNA /cds=(98,445) /gb=NM_002415 
/gi=4505184 /ug=Hs.407995 /len=561 


NM_002415 


Hs.407995 


NP_002406 


5639 


0.008697 


mitogen-activated protein kinase 7 
(MAPK7), transcript variant 1 , mRNA 
/cds=(355,2805) /gb=NM_1 39033 
/gi=20986500 /ug=Hs.3080 /len=31 13 


NM_1 39033 


Hs.3080 


NP_620603 






intonrin Koto 1 ffiKrr\nor»t , in rof^or\tr»r Hots 
ii i Ley i in , ucia I ^i iui ui icuiin icucpiui, ucid 

puiy pcpLiuc, dilLiycil UU£9 IMUIUUco 

MDF2, MSK12) (ITGB1), transcript 
variant 1A, mRNA /cds=(1 27,2523) 
/gb=NM_002211 /gi=1 9743812 

/un=H«; 9R77Q7 /lpn=^7nn 
/uy-no.^or tiji /icii~o/uu 


mm nrv?9n 


He 9R77Q7 


MP RQRRK7 
IN r _OyOOO / 


5654 


0.042212 


Tis11d 


U07802 






5655 


0.0068 


clone MGC:43116 IMAGE:5260824, 

mDMA rnmnloto r»Hc /rrlc— O Q^Q\ 
lTlr\l\M, COmpieie CU5 /CUS— \ \ d,£.ODv) 

/yD— DL/UOOO/ U /yl— 1 /'W-O 

/ug=Hs.98508 /len=3268 


BC038670 


Hs.98508 


NP_055932 


5662 


0.009055 


collagen, type XV, alpha 1 (COL15A1), 

mKINM /COS— ^ 1 OO, HOOZ; /gD— FMIVI_UU 1 ODD 

/gi=18641349 /ug=Hs.83164 /len=5222 


NM_001855 


Hs.83164 


NP_001846 


5666 


0.023151 


KNP-la (=U53007 GT335) 


D86061 




NP_004640 


0 / I O 




rihncnin^l r> rnfcii n I i A /DDI "1 /I \ mDMA 

riDosornai protein l i** (KrL ih), rnrviNH 

/cds=(38,688) /gb=NM_003973 

/gi=1 6753224 /ug=Hs.235422 /len=843 


mm nn^Q7^ 




md nn^QA/i 

IN r _UUoyOH 






cyiosi\.eieion-associaieu protein h 
(CKAP4), mRNA /cds=(85, 1893) 
/gb=NM_006825 /gi=1 9920316 

/nn-Hc 74^Rft /Ion— 


MM OnfiftO^ 
INIVI UUOOZO 


US. f HOOO 


rNir_uuoo lo 


5749 


0.034784 


up-regulated gene 4 (URG4), mRNA 
/cds=(14,2782) /gb=N M_017920 
/ai=1 9923541 /ua=Hs 5131 /len=3606 


NM_017920 


Hs.5131 


NP_060390 


5769 


0.018694 


cDNA: FLJ21561 fis, clone COL06415. 
/gb=AK025214 /gi=1 0437681 
/ug=Hs.96918/len=1641 


AK025214 


Hs.96918 




5789 


0.012883 


ribosomal protein L31 (RPL31), mRNA 
/cds=(28,405) /gb=NM_000993 
/gi=15812219 /ug=Hs. 1 8401 4 /len=442 


NM_000993 


Hs. 18401 4 


NP_000984 
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Spot 


p-value 


Description 


Gene 

Accession No 


Unigene 
No. 


Protein 
No. 


5794 


0.010203 


xd87d05.x1 Soares_NFL_T_GBC_S1 
cDNA clone IMAGE 2604585 3' mRNA 
sequence /clone=IMAGE:2604585 
/clone_end=3' /gb=AW1 04522 
/gi=6075257 /ug=Hs.230403 /len=459 


AW1 04522 


Hs.230403 




5814 


0 003097 


ribosomal Drotein L36a-like (RPL36AL} 
mRNA/cds=(95,415)/gb=NM 001001 
/gi=16306559 /ug=Hs.419465 /len=537 


NM 001001 


Hs 41946*5 

1 ID." 1 Z/^\J^J 


NP 000Q92 


5826 


0 018694 


ribo<?omal nrotein L13a (RPL 13A\ mRNA 
/cds=(23,634) /gb=NM 012423 
/gi=14591905 /ug=Hs.389335 /len=1142 


NM 012423 


1 13. JUC7JOO 


NP 0?fi^55 


5861 


0.005746 


mRNA for KIAA0338 gene, partial cds. 
/cds=(1,2807) /gb=AB002336 
/gi=2224616 /ug=Hs.26395 /len=6263 


AB002336 


Hs.26395 


NP_818932 


5876 


0 01738 


COX 15 cvtochrome c oxidase assemblv 
protein (yeast) (C0X15), nuclear gene 
encodina mitochondrial orotein transcriDt 
variant 2, mRNA /cds=(52,1218) 
/gb=NM_004376 /gi=17921986 
/ua=Hs 226581 /len=2841 


NM 004376 


Hs 226581 


NP 510870 


5900 


0.006254 


DCHT (=AF030403 Ste20-like protein 
kinase) 


AF017635 




NP_037365 


5901 


0.001304 


lipin 1 (LPIN1), mRNA/cds=(68,2740) 
/ab=NM 145693 /ai=22027647 
/ug=Hs.81412/len=5363 


NM_1 45693 


Hs.81412 


NP_663731 i 


5905 


0.039603 


protein phosphatase 2 (formerly 2A), 
rpaulatorv <?uhunit R M alnha fPPP2R^A^ 
mRNA /cds=(505,3957) /gb=NM 002718 
/gi=19923228 /ug=Hs.28219 /len=5217 


NM_002718 


Hs.28219 


NP_002709 


5914 


0 011929 


riho<?omal nrotpin (RP&JCW mRNA 
/cds=(1 28,487) /gb=NM_001023 
/gi=14591915 /ug=Hs.8102 /len=539 


NM 001023 

I N 1 V I \J\J IUtJ 


H<* 810? 
n&.u i 


NP 001014 


5915 


0.004059 


SH3-domain binding protein 5 (BTK- 
associatedl fSH3BP5} mRNA 
/cds=(64,1341) /gb=NMJ)04844 
/gi=4759057 /ug=Hs.109150 /len=2570 


NM_004844 


Hs. 1091 50 


NP_004835 


5928 


0.005746 


ubiquitin-conjugating enzyme E2B (RAD6 
(UBE2B), mRNA /cds=(422,880) 
/gb=NM_003337 /gi=4507770 
/ug=Hs.811 /len=2591 


NM_003337 


Hs.811 


NP_003328 


5937 


0.042212 


mitogen-activated protein kinase 9 
(MAPK9), transcript variant 3, mRNA 
/cds=(50,1198)/gb=NM 139069 
/gi=21237741 /ug=Hs.246857 /len=1947 


NM_1 39069 


Hs.246857 


NP_620709 
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Genes Corresponding To Differentially Expressed Genes in Figure 15 - Hyperlipidemia 


Spot 


fJ VOIUV 


Descriotion 


fipnp 

WCI IC 

Accession No. 


LJninpnp 

\J 1 1 IU vl Iv 

Accession 
No. 


Protpin 

1 1 UlCII 1 

Accession 
No. 


6001 


0 037129 


KIAA0441 aene product (KIAA0441} 
mRNA /cds=(1 69,2262) /gb=NM_014797 
/gi=7662127 /ug=Hs. 32511 /len=5597 


mm 014797 

I^IIVI \J t t 1 CI 


Hs 32511 

1 Vfc J 1 1 


NP 055612 


6006 


0.008697 


ribosomal protein L23a (RPL23A), mRNA 

/cds=(22,492) /gb=NM_000984 

/gi=1 71 05393 /ug=Hs.419463 /len=546 


NM_000984 


Hs.419463 


NP_000975 


6026 


0 024824 


fibromodulin fFMOD^ mRNA 
/cds=(21 ,1151) /gb=NM_002023 
/gi=5016093 /ug=Hs.230 /len=2863 


NM 002023 

INI VI UulUlJ 


H«; 230 


NIP 002D14 


6042 


0.028474 


laminin, gamma 1 (formerly LAMB2) 

(LAMC1^ mRNA /cds=f300 *i12Q^ 
/gb=NM_002293 /gi=9845497 
/ug=Hs.432855 /len=7923 


NM_002293 


Hs.432855 


NP_002284 


6049 


0 003097 


chromobox 1 fHP1 hpta Drosnnhila \ 
(CBX1), mRNA /cds=(292,849) 
/gb=NM_006807 /gi=21 359877 
/ug=Hs.77254 /len=2242 


NM 006807 

1 N IVI UUUUU 1 


Hs 77254 

1 IO. 1 1 £-yJ"T 


NP 006798 

INI UuUi 


6052 


0 010203 


thioredoxin (TXM mRNA/cds=(64 381^ 
/gb=NM_003329 /gi=4507744 
/ug=Hs.432922 /len=501 


NM 003329 




np ofn^?o 


6071 


0.034784 


hook3 protein (H00K3), mRNA 

/cds=(164,2320) /gb=NM_032410 

/ai= 141 6*5273 /ua=H<; 130707 /lpn=2R48 


NMJ)32410 


Hs. 130707 


NPJ 15786 


6090 


0.004838 


galactose-1 -phosphate 

i iriHx/lx/ltrariQfpraQP ^f^AI T\ trancnrint 
ui luy ly iu di loici doc ^oaal i j } li ai loui ijjl 

variant 2, mRNA /cds=(68,448) 
/gb=NM_147131 /gi=22165417 
/ug=Hs.75641 /len=2603 


NMJ47131 


Hs.75641 


NP_667343 


6095 


0 00234? 


immpHiatp parlw nrntpin fFTR101\ 
ii i ii i icuiaic ecu iy yj\ ulcii i ^ l_ i r\ i kj i j , 

mRNA/cds=(101,772)/gb=NM 004907 
/gi=4758313/ug=Hs.737 /len=1811 


MM 004007 

IN IVI f 


Uc 7^7 
no. /Or 


MP 004RQ8 


6096 


0 001935 


neuroblastoma RAS viral (v-ra^ 

i ivui uuiaoiui i ia t \t\\j viicii iv i ao i 

oncoaene ^NRA5^ mRNA 
/cds=(254,823) /gb=NM_002524 
/ai=6006027 /ua=H<? 260523 /lpn=1Q63 


nm nn?s?4 




MP 009^1*1 


6102 


0.021575 


homer 2 (Drosophila) (H0MER2), mRNA 
/cds=(1,1065)/gb=NM 004839 
/gi=4758547 /ug=Hs.93564 /len=1800 


NM_004839 


Hs.93564 


NP_004830 


6106 


0.039603 


EST (ym17h04.s1 clone 48282 3') 


H11657 






6146 


0.034784 


mitochondrial precursor receptor 
(=D13641 Human KIAA0016) 


D63411 






6150 


0.002342 


poly(rC) binding protein 1 (PCBP1), 
mRNA/cds=(178,1248)/gb=NM 006196 
/gi=14141 164 /ug=Hs.2853 /len=1634 


NM_006196 


Hs.2853 


NP_006187 
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Spot 


p-value 


Description 


Gene 


Unigene 

Mb l# C99 1 LF 1 1 

No. 


Protein 

Arroccinn 

No. 


6183 


0.034784 


actin related protein 2/3 complex, subunit 
1B, 41kDa (ARPC1B), mRNA 
/cds=(90 1208} /ab=NM 005720 
/gi=22907055 /ug=Hs.433506 /len=1520 


NM_005720 


Hs.433506 


NP_00571 1 


6192 


0.037129 


TNFAIP3 interacting protein 1 (TNIP1), 
mRNA /cds=(258,2168) /gb=NM_006058 
/gi=21361267 /ug=Hs.109281 /len=2921 


NM_006058 


Hs. 109281 


NP_006049 




u.uttuto 


m\/nlWI mictvnQt^lii im 
iiiyuivi [L/iwiy uoiwiiui 1 1 

discoideum](38%ORF) 


nDU I f 9 IU 






6239 


0.028474 


Similar to RD RNA-binding protein, clone 
MGC 226*3 IMAGF ^O'SOQ^ mRNA 
complete cds /cds=(34,1035) 
/gb=BC011600 /gi=1 5079543 
/un=H<5 ^56818 /lpn=2478 

/UU 1 IU / ICI 1 ^"T / \J 


BC0 11600 


Hs. 3568 18 




6248 


0.001064 


tumor differentially expressed 1 (TDE1), 
mRNA /cds=(78,1499) /gb=NM_00681 1 
/gi=5803192 /ug=Hs,272168 /len=1892 


NM_006811 


Hs.272168 


NP_006802 


6272 


0 047854 


cDNA 5' end /clone=IMAGE4148900 

/clone_end=5* /gb=BF342391 

/gi=1 1289392 /ug=Hs.30469 /len=803 


BF342391 




NP 0 ( i , i313 


6275 


0.008697 


hypothetical protein FLJ20432 
(FLJ20432), mRNA /cds=(603, 1361) 

/nh=NM ni7R1Q /ni=RQ?^4n4 

/ug=Hs.57898 /len=1654 


NM_017819 

ft 


Hs.57898 


NP_060289 


6337 


0.005746 


adaptor-related protein complex 2, mu 1 

subunit (AP2M1), mRNA 

/cds=( 136, 1443) /gb=NM_004068 

/yi 1 i i uo /uy-no. iu^£/OU /icii— I jOu 


NM_004068 


Hs. 152936 


NP_004059 


6391 


0.002467 


GABA(A) receptor-associated protein like 
1 (GABARAPL1), mRNA /cds=(282,635) 
/gb=NM_031412 /gi=1 3899218 
/ua=H«; 33649Q /lpn=1Q33 


NM_031412 


Hs.336429 


NP_1 13600 


6409 


0.034784 


protein phosphatase 2 (formerly 2A), 
catalytic subunit, alpha isoform 

(PPP2CA\ mRNA /rH<;=(210 1 1^Q\ 
/gb=NM_002715 /gi=4506016 
/ug=Hs.91773 /len=2181 


NM_002715 


Hs.91773 


NP_002706 


6422 


0.032563 


soc-2 suppressor of clear (C. elegans) 
(SHOC2) mRNA /cds=(278 2026) 
/gb=NM_007373 /gi=6677944 
/ug=Hs.104315 /len=3872 


NM_007373 


Hs. 1043 15 


NP_031399 


6428 


0.007388 


serologically defined colon cancer 
antigen 1 (SDCCAG1), mRNA 
/cds=( 183, 1271) /gb=NM_004713 
/gi=4759077 /ug=Hs.388584 /len=2078 


NM_004713 


Hs. 388584 


NP_004704 
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Spot 


p-value 


Description 


Gene 

Accession No 


Unigene 

Arcp^Qion 
No. 


Protein 
No. 


6439 


0.037129 


protein phosphatase 1 , catalytic subunit, 
beta isoform (PPP1CB), mRNA 
/cds=(259 1242) /ab=NM 002709 
/gi=4506004 /ug=Hs.21537 /len=3590 


NM_002709 


Hs.21537 


NP_002700 


6442 


0.037129 


6-phosphofructo-2-kinase/fructose-2,6- 
biDhosDhatase 3 (PFKFB3} mRNA 
/cds=(1 15,1677) /gb=NM_004566 
/gi=4758899 /ug=Hs.1 95471 /len=4322 


NM_004566 


Hs. 195471 


NP_004557 


6446 


0 018694 


CAR rRFP21 aene comolete cds' DLEU2 
and DLEU1 aenes comnlptp ^pnupnrp* 
and RPL18 and D48/Hin nspudoaenes 
complete sequence 








6461 


0.001179 


zinc finger protein 175 (ZNF175), mRNA 
/cds=(346,2481) /gb=NM_007147 
/ai=6005969 /ua=Hs 1 19014 /len=3734 


NM_007147 


Hs.1 19014 


NP_009078 


6465 


| 0.04496 


KIAA0761 protein, partial cds 


ABO 18304 




NP 055942 


6468 


0.04496 


reverse transcriDtase related orotein 


1207289A 




1207289A 


6471 


0.018694 


hydroxysteroid (11-beta) dehydrogenase 
1 (HSD11B1), mRNA/cds=(95,973) 
/ab=NM 005525 /ai=5031 764 
/ug=Hs.275215/len=1375 


NM_005525 


Hs.275215 


NP_005516 


6478 


0.023151 


l-kappa-B-interacting Ras-like protein 1 
(KBRAS1), mRNA 


XM_053030 






6488 


0.028474 


oncostatin M receptor (OSMR), mRNA 
/cds=(368 3307^ /ab=NM 003999 
/gi=4557039 /ug=Hs.238648 /len=4171 


NM_003999 


Hs.238648 


NP_003990 


.6513 


0.023151 


uncharacterized hematopoietic 
stem/progenitor cells protein MDS029 
(MDS029), mRNA /cds=(1 12,438) 
/gb=NM_018464 /gi=8923929 
/ua=Hs 43549 /len=R36 


NM_018464 


Hs.43549 


NP_060934 


6514 


0.023151 


cDNA FLJ 11796 fis, clone 
HEMBA1006158, highly similar to 
transcrintion factor forkhpad-likp 7 
(FKHL7) gene. /gb=AK021858 
/gi=10433135 /ug=Hs.284186 /len=1551 


AK021858 


Hs.284186 




6525 


0.024824 


cyclin I (CCNI), mRNA /cds=(545, 1678) 
/gb=NM_006835 /gi=1 7738314 
/ug=Hs.79933 /len=1890 


NM_006835 


Hs.79933 


NP_006826 


6527 


0.042212 


hypothetical protein (HSPC016), mRNA 
/cds=(39,233) /gb=NM_015933 
/gi=7705430 /ug=Hs.397853 /len=384 


NM_015933 


Hs.397853 


NP_057017 


6540 


0.042212 


LIM and SH3 protein 1 (LASP1), mRNA 
/cds=(76,861)/gb=NM 006148 
/gi=5453709 /ug=Hs.334851 /len=3846 


NM_006148 


Hs.334851 


NP_006139 
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yperlipidemia 


Snot 


n-value 


Descriotion 


Gene 

Accession No. 


Uniaene 

Accession 

No. 


Protein 

■ IV I v III 

Accession 
No. 


6550 


0.04496 


t-complex-associated-testis-expressed 1 - 
like 1 (TCTEL1), mRNA/cds=(1,342) 
/gb=NM_006519 /gi=5730084 
/ua=Hs 266940 /len=713 


NM_006519 


Hs.266940 


NP_006510 


6554 


0.032563 


mitochondrial ribosomal protein L13 
(MRPL13), nuclear gene encoding 
mitochondrial protein, mRNA 
/cds=(287,823) /gb=NM_014078 
/ni=21 265072 /ua=H<; 33382^ /lpn=108fi 


NM_014078 


Hs.333823 


NP_054797 


6563 


0.042212 


cytochrome c oxidase subunit Va 

^nOX5A^ nurlpar npnp pnmrtinn 

mitochondrial protein, mRNA 

/cds=(1 8,470) /gb=NM_004255 

/gi=1 701 7986 /ug=Hs.323834 /len=645 


NM_004255 


Hs.323834 


NP_004246 


6565 


0 032563 


PTK9 Drotein tvrtvsinp kina<?p Q /PTKQ^ 
mRNA/cds=(61,11 13) /gb=NM_002822 
/gi=4506274 /ug=Hs.82643 /len=3000 


NM 0028?2 


Hs 82B43 


np nri98i^ ! 


6566 


0 01738 

w « w 1 t WW 


RAB1 1 A member RAS onconene familv 
(RAB11A), mRNA /cds=( 104,754) 
/gb=NM_004663 /gi=201 49549 
/ug=Hs.75618 /len=2474 


NM 004663 


Hs 75618 

1 1 0 . l JU 1 VJ 


NP 004654 


6590 


0.04496 


mRNA for KIAA0981 protein, partial cds. 
/cds=(1,1738) /gb=AB023198 
/gi=4589605 /ug=Hs.158135 /len=5182 


AB023198 


Hs.158135 




6592 


0.032563 


methylene tetrahydrofolate 

uci lyui uyci laoc ^ i naal/ uc[jci iuci iiy, 

methenyltetrahydrofolate cyclohydrolase 
(MTHFD2), nuclear gene encoding 
mitochondrial protein, mRNA 
lcd^=(77 1111^ /oh=NM 00fifi3fi 
/gi=1 3699869 /ug=Hs. 154672 /len=2154 


NM_006636 


Hs. 154672 


NP_006627 


6646 


0.004433 


protein phosphatase 1, regulatory 
(inhibitor^ subunit 12A fPPP1R12A^ 
mRNA /cds=(1 ,3093) /gb=NM 002480 
/gi=4505316 /ug=Hs.16533 /len=4613 


NM_002480 


Hs. 16533 


NP_002471 


6654 


0.04496 


pM5 protein (PM5), mRNA /cds=(1, 3669) 
/gb=NM_014287 /gi=10947030 
/ua=Hs 439182 /len=4182 

i uy 1 IO. i 1 \J£— /Iv^ll T 1 \J£— 


NM_0 14287 


Hs.439182 


NP_055102 


6659 


0.009424 


heat shock 70kDa protein 8 (HSPA8), 
transcript variant 1 , mRNA 
/cds=(79,2019) /gb=NM_006597 
/gi=24234684 /ug=Hs.180414 /len=2276 


NM_006597 


Hs.1 80414 


NP_694881 


6664 


0.011929 


H4 histone family, member G (H4FG), 
mRNA /cds=(1,312) /gb=NM_003542 
/gi=21071024 /ug=Hs.46423 /len=390 


NM_003542 


Hs.46423 


NP_003533 
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Spot 


p-value 


Description 


Gene 

Arroccinn Kin 


Unigene 

Arroccinn 

No. 


Protein 
No. 


6673 


0.004059 


cAMP responsive element binding protein 
3 (luman) (CREB3), mRNA 
/cds=(439 1554} /ab=NM 006368 
/ai=22219461 /ua=Hs 287921 /len=1837 


NM_006368 


Hs.287921 


NP_006359 


6683 


0.004433 


lamin A/C (LMNA), transcript variant 1, 
mRNA /cds=(21^ 2207^ /nb=NM 170707 
/gi=27436945 /ug=Hs.377973 /len=3181 


NM_1 70707 


Hs.377973 


NP_733822 


6708 


0.026596 


erythroid differentiation-related factor 1 


AF040247 






6713 


0 004433 


cDNA FLJ23648 fis rlnnp COI 0471ft 

UL/lin 1 LOLOUtU IIO, IhUI IC VJVLut / IU. 

/gb=AK074228 /gi=1 8676772 
/ug=Hs.375782 /len=2295 




He ^7 e 17ft5 
na.O f 0 1 




6749 


0.01738 


histidyl-tRNA synthetase 2 (HARS2), 
mRNA /cds=H 1 1 752^ /ab=NM 080R?0 

1 1 II \l «J / \ i WUO I 1 1 1 , 1 \J £- l /UU IN IVI WUUU/lU 

/gi=21361784 /ug=Hs.352419 /ien=2396 


NM_080820 


Hs.352419 


NP_543010 


6750 


0 021575 


ADP-ribo^vlation-likp fartnr fi intprartinn 
protein 4 (ARL6IP4), mRNA 
/cds=(63,719) /gb=NM_016638 
/gi=7706183 /ug=Hs. 103561 /len=952 


NM Olfifi^ft 

INIVI \J 1 UUJU 


no. I uojo I 




6752 


0.037129 


tumor endothelial marker 6 (TEM6), . 
mRNA /cds=fQ^ T71fn /ab=NM 0??74ft 
/gi=1 751 1 208 /ug=Hs. 1 221 0 /len=6702 


NM_022748 


Hs.12210 


NP_073585 


6770 


0.021575 


FK506 binding protein 1A, 12kDa 
(FKBP1A), transcript variant 12B, mRNA 

/rri^=M04 43fh /nh=NM 000801 

/gi=17149837 /ug=Hs.380080 /len=1578 


NM_000801 


Hs.380080 


NP_463460 


6773 


0.024824 


hypothetical protein FLJ 14834 
(FLJ 14834), mRNA /cds=(326, 1237) 

/yu — inivi uotuHs /yi-~t. lot? iooj 

/ug=Hs.62905 /len=2342 


NM_032849 


Hs.62905 


NP_1 16238 


6800 


0.030461 


tumor necrosis factor, alpha-induced 
protein 1 (endothelial) (TNFAIP1), mRNA 
/erte=f?1? 11fi9Wnh=NM 0911^7 

/wUO — 1 Z. , 1 1 \JZ- J /yU — INIVI \J£- I 1 J/ 

/gi=26051238 /ug=Hs.76090 /len=3571 


NM_021137 


Hs.76090 


NP_066960 


6809 


0.030461 


eukaryotic translation initiation factor 4A, 
isoform 2 (EIF4A2), mRNA 
/cds=(16,1239) /gb=NM_001967 
/gi=9945313 /ug=Hs.173912 /len=1864 


NM_001967 


Hs.173912 


NP_001958 


6811 


0.026596 


pleckstrin domain interacting protein 
(PHIP), mRNA/cds=(306,2429) 
/gb=NM_017934 /gi=20149647 
/ug=Hs.10177 /len=2573 


NM_017934 


Hs.10177 


NP_060404 
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Genes Corresponding To Differentially Expressed Genes in Figure 15 - H 


yperlipidemia 


Snot 


n -value 


Descriotion 


Gene 

Accession No. 


1 IninpnA 

VI I1UCI It* 

Accession 
No. 


Prntpin 

Accession 
No. 


6873 


0 01738 


coated vesicle membrane Drotein 
(RNP24), mRNA/cds=(24,629) 
/gb=NM_006815 /gi=21314646 
/ug=Hs.75914/len=2060 


NM 006815 

INI VI \J\J\J\J 1 \J 


1 IO . 1 1 *T 


NP OOfiROR 


6875 


0.012883 


cDNA FLJ 12924 fis, clone 
NT2RP2004709. /gb=AK022986 
/ai=1 04^4694 /ua=H«s 380^4 /Ipn=?fifi7 


AK022986 


Hs.38034 




6880 


0.004059 


cytochrome c oxidase subunit Vila 
polypeptide 1 (muscle) (C0X7A1), 
nuclear gene encoding mitochondrial 
Drotein mRNA/cds=(463 702^ 
/gb=NM_001864 /gi=1 81 05034 
/ug=Hs.421621 /len=783 


NM_001864 
% 


Hs.421621 


NP_001855 


6889 


0 003712 


clone MGC 9929 IMAGE 3873001 
mRNA, complete cds /cds=(142,3333) 
/gb=BC040341 /gi=25955484 
/ua=Hs 314169 /len=5328 


80040141 

i-J v> \J^r \j o*t 1 


H<5 H41RQ 




6911 


0.026596 


metaxin 1 (MTX1), mRNA /cds=(1, 954) 
/gb=NM_002455 /gi=4505280 
/ug=Hs.247551 /len=1065 


NM_002455 


Hs.247551 


NP_002446 


6920 


0 021575 


thioredoxin fTXN} mRNA /cds=(64 381} 
/gb=NM_003329 /gi=4507744 
/ug=Hs.432922 /len=501 


nm nnn?Q 

* a 




nip nrwwn i 


6935 


0.003712 


FtsJ 3 (E. coli) (FTSJ3), mRNA 
/cds=(72,2615) /gb=NM_017647 
/ni=17017QQ0 /nn=H<; ? r i7488 /lpn=9QQQ 


NM_017647 


Hs.257486 


NP_060117 


6942 


0.030461 


eukaryotic translation elongation factor 1 

dipild I ^CLr l/A I ^, IIIrxINM /LrUo^OO, IHO I y 

/gb=NM_001402 /gi=25453469 
/ug=Hs.422118/len=1837 


NM_001402 


Hs.422118 


NP_001393 


6954 


0 011037 


nhn<5nhnliniH tran^fpr nrntpin fPI TP\ 

mRNA /cds=(88, 1569) /gb=NM_006227 
/gi=5453913 /ug=Hs.283007 /len=1750 


MM 008997 




mp nnfi9ift 


6958 


0.032563 


origin recognition complex, subunit 5-like 

/gb=NM_002553 /gi=4505524 
/ug=Hs.153138 /len=1901 


NM_002553 


Hs. 1531 38 


NP_002544 


6973 


0.010203 


mRNA; cDNA DKFZp313P0434 (from 
clone DKFZp313P0434) /gb=AL832702 
/gi=21 733281 /ug=Hs.125019 /len=2995 


AL832702 


Hs.125019 




7004 


0.026596 


FLJ30431 fis, clone BRACE2008968, 
highly similar to RAS-RELATED C3 
BOTULINUM TOXIN SUBSTRATE 1 
/cds=UNKNOWN /gb=AK054993 
/gi=1 6549633 /ug=Hs. 173737 /len=2315 


AK054993 


Hs. 173737 


NP_061485 
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Genes Correspondinq To Differentially Expressed Genes in Figure 15 - Hyperlipidemia 


Spot 


p-value 


Description 


Gene 

Accession No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


7022 


0.013901 


ribosomal protein S29 (RPS29), mRNA 
/cds=(31 201Wab=NM 001032 
/ai=1 3904868 /ua=Hs 539 /len=346 


NM_001032 


Hs.539 


NP_001023 


7023 


0.01738 


activated RNA polymerase II transcription 
cofactor 4 (PC4), mRNA /cds=(57,440) 
/nh=MM 00671 ^ /ni=1QQ9T7ft'3 

/ y yJ INIVl wUU i 1 J /Ml UJ 

/ug=Hs.349506/len=1336 


NM_006713 


Hs.349506 


NP_006704 


7025 


0.037129 


PKU-beta (=D50927 KIAA0137) 


AB004885 






7026 


0.028474 


density-regulated protein (DENR), mRNA 

/rd<?=M11 7n7Wnh=NIM nfttfi77 

/gi=27501445 /ug=Hs.22393 /len=2766 


NM_003677 


Hs.22393 


NP_003668 


7043 


0.039603 


platelet-activating factor acetylhydrolase, 
isoform lb, alpha subunit 45kDa 
(PAFAH1R1^ mRNA Ird^fttG 1788^ 

/gb=NM_000430/gi=6031206 
/ug=Hs.77318/len=5581 


NM_000430 


Hs.77318 


NP_000421 


7050 


0.037129 


cyclin D-type binding-protein 1 
(CCNDBP1), transcript variant 1, mRNA 
/cds=M58 1240^ /ab=NM 012142 
/gi=16554565 /ug=Hs.36794 /len=1615 


NM_012142 


Hs.36794 


NP_411241 


7099 


0.011929 


cell division cycle 42 (GTP binding 
protein, 25kDa) (CDC42), transcript 
variant 1, mRNA /cds=( 105,680) 
/ab=NM 001 7Q1 /ai=1fV}S747n 

inivi uu i i «7 i /y i — i ujj # t # u 

/nn=H<; 14R40Q /lpn=?1ft^ 
/uy — no. /icm— ^ ioo 


NM_001791 


Hs. 146409 


NP_426359 


7107 


0.023151 


ectonucleotide 

pyrophosphatase/phosphodiesterase 4 
(putative function) (ENPP4), mRNA 

/rri<?=(4Q 141 Ci\ /nh=NM 014Q^R 

/gi=7662357 /ug=Hs.54037 /len=4312 


NM_014936 


Hs.54037 


NP_055751 


7109 


0.04496 


hypothetical protein (KIAA1102) 


AB029025 






7111 

/III 


VJ.U 1 1 JO 


1 ly [JUll IcLIOdl (JIUlCllI LUuJ I^O*t 

(LOC51234), mRNA /cds=(72,623) 
/gb=NM_016454 /gi=24475963 
/ug=Hs.250905/len=1013 


rMlVI U ID*fO*4 






7126 


0.039603 


ribosomal Drotein S18 (RPS18} mRNA 
/cds=(46,504) /gb=NM_022551 
/gi=14165467 /ug=Hs.275865 /len=549 


NM 022551 

1 1 If 1 Vb^WV 1 


Hs 275865 


NP 072045 


7141 


0.011929 


ELK1, member of ETS oncogene family 
(ELK1), mRNA /cds=(234, 1520) 
/gb=NM 005229 /gi=1 1496880 
/ug=Hs.181128/len=2828 


NM_005229 


Hs.181128 


NP_005220 
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Genes Corresponding To Differentially Expressed Genes in Figure 15 - Hyperlipidemia 


Spot 


p-value 


Description 


Gene 

Accession No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


7147 


0.042212 


UI-1-BBlD-akl-h-05-0-UI s1 

NCI_CGAP_PI6 cDNA clone UI-1-BB1p- 

akl-h-05-0-UI 3', mRNA sequence 

/clone=UI-1-BB1p-akl-h-05-0-UI 

/clone end=3' /ab=BQ022477 

/gi=1 9757756 /ug=Hs.424771 /len=1598 


BQ022477 


Hs 424771 

1 IO^t."T III 




7166 


0.012883 


transducer of ERBB2, 1 (TOB1), mRNA 
/cds=(36,1073) /gb=NM_005749 

/yi — itu>jjuuu iuy~no. i i o 101 /icii — ioou 


NM_005749 


Hs.178137 


NP_005740 


7175 


0.026596 


AGENCOURT_6853421 NIH MGC 99 
cDNA clone IMAGE:5926418 5', mRNA 

oCLjUCI IOC /l^HJilG - IIVI/"\Ol.s}57^.U*t IO 

/clone_end=5 , /gb=BQ064669 

/gi=1 9893520 /ug=Hs.380699 /len=969 


BQ064669 


Hs.380699 




7178 


0.023151 


supervillin (SVIL), transcript variant 2, 
mRNA /cds=(754,7398) /gb=N M_021738 
/ai=1 1496981 /ua=hte 154^67 /Ipn=ftt00 


NM_021738 


Hs. 154567 


NP_068506 


7184 


0.009424 


nucleosome assembly protein 1-like 1 
(NAP1L1), transcript variant 1, mRNA 
/cds=(125,1300) /gb=NMJ 39207 

/ni=? 1^27707 /un=H<^ ^09fi4Q /lpn=^^R? 
/yi — 4 i J^/ /u# /uy — no.OwtOHJ; /ici i o jo^. 


NM_1 39207 


Hs.302649 


NP_631946 


7210 


0.009424 


dodecenoyl-Coenzyme A delta isomerase 
(3,2 trans-enoyl-Coenzyme A isomerase) 
(DCI), mRNA/cds=(9,917) 

/nh=MM 0niQ1Q lri\-A*\C\'¥)tt 
/yu— iNivi uu iy iy /yi— houo^idd 

/ug=Hs.403436 /len=1017 


NM_001919 


Hs.403436 


NP_001910 


7235 


0.001442 


SOCS box-containing WD protein SWiP- 
1 (WSB1), transcript variant 3, mRNA 

/gi=201 43909 /ug=Hs. 187991 /len=4243 


NM_1 34264 


Hs.187991 


NP_599027 


7288 


0.028474 


KIAA0800 gene product (KIAA0800), 
mRNA /cds=(169,4692) /gb=NM_014703 
/ai=7662315 /ua=Hs 11873R /lf»n= ( iQR4 


NM_014703 


Hs. 11 8738 


NP_055518 


7306 


0.009424 


golgi autoantigen, golgin subfamily b, 
macroaolain (with transmembrane 

1 1 IMVI \S Vi/ 1 III \ TV IU 1 LI IWl 1 1 VI 1 1 Ml V4 1 9\+ 

signal), 1 (GOLGB1), mRNA 
/cds=(1 27,9906) /gb=NM_004487 
/gi=4758453 /ug=Hs.7844 /len=10300 


NM_004487 


Hs.7844 


NP_004478 


7313 


0.011929 


translocation protein 1 (TLOC1), mRNA 
/cds=(613,1812) /gb=NM_003262 
/gi=14602425 /ug=Hs.8146 /len=3091 


NM_003262 


Hs.8146 


NP_003253 
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Genes Correspondinq To Differentially Expressed Genes in Figure 15 - Hyperlipidemia 


Cnnt 
opui 


|-v_\# oil IO 
p-VdlUu 




f^pno 

wwl IV 

Accession No. 


1 Ininono 

Accession 
No. 


D pAta ■ n 
r l Ult?IN 

Accession 
No. 


7314 


0.014988 


chromosome 11 open reading frame 10 

fPHnrfirtt mR N A /rHc.=^fi 9Q^^ 

lw 1 IUII M 1 1 \ l N/\ / IsVJo — y\J\J ) \J j 

/gb=NM_014206 /gi=7656933 
/ug=Hs.90918/len=418 


NM_014206 


Hs.90918 


NP_055021 


7316 


0.013901 


integral membrane protein 2B (ITM2B), 
mRNA/cds=(171,971) /gb=NM_021999 
/gi— i lo^r^fu i /uy— nb-^oyo^o /ien— io*fo 


NM_021999 


Hs.239625 


NP_068839 


7332 


0.024824 


a disintegrin-like and metalloprotease 

/ronmlwcin t\/no\ \A/itK thrAirthncnnnHin 
^tcpi Ulybli I lypcy Willi II II Ul 1 lUUbpUllUlll 

type 1 motif, 1 (ADAMTS1), mRNA 
/cds=(294,3146) /gb=NM_006988 

/ n :_H ^rkoo^co /nri— Mc 89^0 /Ion— AARQ 


NM_006988 


Hs.8230 


NP_008919 


7342 


0.011929 


KIAA0874 protein (KIAA0874), mRNA 
/cds=(1,6189) /gb=NM_015208 
/gi=14140237 /ug=Hs.27973 /len=6189 


NM_015208 


Hs.27973 


NP_056023 


7349 


0.002342 


dermatopontin (DPT), mRNA 
/cds=(7,612) /gb=NM_001937 


NM_001937 


Hs.80552 


NP_001928 


7350 


0.013901 


UI-H-DH0-aul-p-19-0-Ul.s1 
NCLCGAP_DH0 cDNA clone 
IMAGE:5871234 3', mRNA sequence 

/rlnno-IMAnP-^R719^ /rlnno onH-T 

/gb=BM994422 /gi=1 971 9323 
/ug=Hs.289721 /len=2081 


BM994422 


Hs.289721 




7351 


0.047854 


replication protein A3, 14kDa (RPA3), 

111 rxINM /COS— ^ 1 1 OZ, 1 0*t / ) 

/gb=NM_002947 /gi=1 9923751 
/ug=Hs.1608 /len=1622 


NM_002947 


Hs.1608 


NP_002938 


7359 


7.78E-04 


hypothetical protein BC009925 
(LOC1 13246), mRNA/cds=(92,472) 
/gb=NM_1 38425 /gi=1 9923950 

/iin— Mc ACiRQ'y'X /Ion— 


NM_1 38425 


Hs.405913 


NP_6 12434 


7361 


0.016146 


SWI/SNF related, matrix associated, 
actin dependent regulator of chromatin, 
ouuiarniiy a, rnernuer *f ^oiviMrvLf/vfj, 
mRNA /cds=(277,5220) /gb=NM_003072 
/gi=21071055 /ug=Hs.78202 /len=5681 


NM_003072 


Hs.78202 


NP_003063 


7387 


0 032261 


ribosomal nrotein L 4 ^RPL 4^ mRNA 
/cds=(57,1340) /gb=NM_000968 
/gi=16579884 /ug=Hs.286 /len=1449 


mm 000968 


Hs 286 


MP 000959 


7390 


0.028474 


peptidylprolyl isomerase A (cyclophilin A) 
(PPIA), mRNA/cds=(45,542) 
/gb=NM_021 130 /gi=1 0863926 
/ug=Hs.401787 /len=753 


NM_021130 


Hs.401787 


NP_066953 
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Snot 


n-value 

yj vqiuw 


Descriotion 


Gene 

Accession No. 


Uniaene 

Accession 

No. 


Protein 

Accession 

No. 


7431 


0.01738 


ionized calcium binding adapter molecule 
2 (IBA2), mRNA /cds=(89 l 541) 
/ab=NM 031426 /ai=1 3899240 
/ug=Hs.4944 /len=3381 


NM_031426 


Hs.4944 


NP_1 13614 


7439 


0.024824 


pleiotrophin (heparin binding growth 
factor 8, neurite growth-promoting factor 

/gb=NM_002825 /gi=27552761 
/ug=Hs.44/len=1029 


NM_002825 


Hs.44 


NP_002816 


7452 


0.042212 


hypothetical protein PRO1051 

/gb=NM_018572 /gi=8924004 
/ug=Hs. 326548 /len=1393 


NM_018572 


Hs.326548 


NP_061042 


7463 


0.030461 


early growth response 1 (EGR1), mRNA 
/cds=(271 1902Wab=NM 001964 
/gi=4503492 /ug=Hs.326035 /len=3132 


NM_001964 


Hs.326035 


NP_001955 


7464 


0.047854 


collagen, type XVIII, alpha 1 (COL18A1), 
transcript variant 1, mRNA 
/cds=(22,4572) /gb=NM_030582 
/ai=1 8765744 /ua=Hs 78409 /len=5910 


NM_030582 


Hs.78409 


NP_569712 


7492 


0.004433 


ni59g06.s1 NCI_CGAPJDv2 cDNA clone 
IMAGE:981 178 similar to contains Alu 
repetitive element;, mRNA sequence 

/ni=9S>fift' : iQ4 /un=H<; 404464 /lpn=Sfn 

'y' tfcvOO\7*t /Uy 1 IO.*tw*t*tU*T / ICI I — JUJ 


AA526325 


Hs.404464 




7508 


0.030461 


mRNA for RCC1-like protein (TD-60 
gene) /cds=(236,1804) /gb=AJ421269 

/ni=?7S?fifi1? /un=H<; 9A414fi /lpn=4114 

/yi — £- ( sj£.\j\j \ /uy~n&xOH I*tO /ltSll~**r 1 I*t 


AJ421269 


Hs.284146 


NP_061185 


7515 


0.021575 


FLJ11708 fis, clone HEMBA1005123 


AK021770 




NP 803882 


7547 


0.030461 


lipase, hormone-sensitive (LIRE), mRNA 

/cd<?=/278 ^508^ /nh=NM 005^57 
/gi=21 328445 /ug=Hs.95351 /len=3806 


NM_005357 


Hs.95351 


NP_005348 


7548 


0.001756 


methionine adenosyltransferase II, beta 
(MAT2B), mRNA /cds=(73,1 077) 
/gb=NM_013283 /gi=20127525 
/ug=Hs. 54642 /len=2054 


NM_013283 


Hs.54642 


NP_037415 


7551 


0.047854 


hypothetical protein FLJ11021 similar to 
splicing factor, arginine/serine-rich 4 
(FLJ11021), mRNA /cds=(767, 1375) 
/gb=NM_023012 /gi=20127619 
/ug=Hs.81648/len=1878 


NM_023012 


Hs.81648 


NP_075388 
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Spot 


p-value 


Description 


Gene 

MtvcoolUII liU. 


Unigene 
No. 


Protein 
No. 


7564 


0.012883 


paired basic amino acid cleaving system 
4 (PACE4), transcript variant 1, mRNA 
/cds=(315 3224Wab=NM 002570 
/gi=20336178 /ug=Hs.170414 /len=4553 


NM_002570 


Hs.170414 


NP_612198 


7584 


0.039603 


hypothetical protein FLJ 10307 
(FLJ 10307} mRNA /cds=(78 1265} 
/gb=NM_018053 /gi=24431976 
/ug=Hs.55024 /len=2179 


NM_018053 


Hs.55024 


NP_060523 


7587 


0.037129 


XPA binding protein 1; putative ; 
ATP(GTP)-binding protein (NTPBP), 
mRNA /eds=f25 1 149^ /nb=NM 007?fifi 

inrxiin /uuo i i*t^^ /yu iiivi i £m\j\j 

/gi=14149628 /ug=Hs.18259 /len=1829 


NM_007266 


Hs. 18259 


NP_009197 


7604 


0.024824 


ATP-binding cassette, sub-family C 
(CFTR/MRP), member 1 (ABCC1), 
transcriDt variant 1 mRNA 
/cds=(1 97,4792) /gb=NM_004996 
/gi=9955961 /ug=Hs.89433 /len=5927 


NM_004996 


Hs.89433 


NP_063957 


7608 


0.004059 


WW45 protein (WW45), mRNA 
/cds=(339 14901 /ab=NM 021818 
/gi=18860913 /ug=Hs.288906 /len=3031 


NM_021818 


Hs.288906 


NP_068590 


7619 


0 014988 


mannnQiHa^p alnha Ha^^ 1A mpmhpr 1 

1 1 ICII II lUOIUClOv, oipi Id, VylClOO 1 /», IIICIIIUCI 1 

(MAN1A1), mRNA/cds=(443,2404) 
/gb=NM_005907 /gi=24497518 
/ug=Hs.25253 /len=4139 


INI VI \J\J\J\3\J I 




IN r_wJ030 


7663 


0 018694 


cDNA FL 1101^1 fi<i Hnne> 
HEMBA1 003041. /gb=AK000993 
/gi=7021996 /ug=Hs.274128 /len=2065 


r\ TWJ \J \J C7 J7 O 






7665 


0.024824 


putatative 28 kDa protein (LOC56902), 

mRNA /rrta=f?1 77Ch /nh=NM 09014^ 

1 1 1 IAIN /A /Uvlo - ^ 1 , 1 1*3) /yU — iNIVI^ \J£.\J 140 

/gi=10047139 /ug=Hs.193384 /len=1194 


NM_020143 


Hs. 193384 


NP_064528 


7666 


0.042212 


FLJ14102 fis, clone MAMMA1000940 

/rd<s=UNKNOWN /ah=AKfP41R4 

/gi=1 0436477 /ug=Hs.301811 /len=1878 


AK024164 


Hs.301811 




7668 


0.005275 


mitogen-activated protein kinase kinase 1 
interactina nrotein 1 (MAP2K1IP1} 

ii nci cio lii ly yj \ uicii i i y i vi/\i & i\ m r i 

mRNA /cds=(250,624) /gb=NM_021970 
/gi=21614526 /ug=Hs.6361 /len=1416 


NM_021970 


Hs.6361 


NP_068805 


7691 


0.039603 


hypothetical protein FLJ10498 
(FLJ10498), mRNA /cds=(37, 1920) 
/gb=NM_0181 15 /gi=8922466 
/ug=Hs. 109045 /len=2755 


NM_018115 


Hs. 109045 


NP_060585 


7697 


0.04496 


thioredoxin interacting protein (TXNIP), 
mRNA /cds=(222, 1 397) /gb=NM 006472 
/gi=5454161 /ug=Hs.179526 /len=2704 


NM_006472 


Hs. 179526 


NP_006463 
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Cnnt 


r\_\/a li in 

p-Valut; 




uene 

Accession No. 


1 IninanA 

umgene 
Accession 

NO. 


r roieiii 
Accession 

Kirs. 
NO. 


7698 


0.030461 


CGG triplet repeat binding protein 1 
(CGGBP1), mRNA/cds=(357,863) 
/gb=NM_003663 /gi=21361098 
/ug=Hs.86041 /len=4279 


NM_003663 


Hs.86041 


NP_003654 


7716 


0.047854 


IFNAR gene (HSIFNAR) for interferon 

dipi la/ UcLa ICUCfJlUi 


X60459 






7722 


0.012883 


Similar to hypothetical protein MGC4707, 
clone MGC: 19860 I MAGE: 3349493, 
mRNA, complete cds /cds=(38,1051) 
/gb=BC0 13988 /gi= 15559264 
/ug=Hs.348323 /len=1684 


BC013988 


Hs.348323 




7726 


0.030461 


UI-H-DF1-auj-l-12-0-Ul.s1 
NCI_CGAP_DF1 cDNA clone 
IMAGE:5870363 3', mRNA sequence 

/HnnpslMAfSF^ftTO^fi'* /Hnnp pnrt=T 

/UIUI Its— IIVIAVOCOO 1 \JO\JO /IslUI iu— o 

/gb=BM991698 /gi=1 971 1087 
/ug=Hs.355489 /len=1105 


BM991698 


Hs.355489 




7728 


0.013901 


Down syndrome critical region gene 5 
(DSCR5), transcript variant 3, mRNA 

/OUO - \s>H^,UUOj /yU — INIVI U lOHOU 

/gi=24497594 /ug=Hs.408790 /len=875 


NM_016430 


Hs.408790 


NP_710149 


7729 


0.011929 


protein phosphatase 1, regulatory 

/inhibitor^ ciihnnit 9 /'PPP1R9\ mPKIA 

/gi= 19923357 /ug=Hs.267819 /len=3355 


NM_006241 


Hs.267819 


NP_006232 


7746 


0.021575 


PHD finger protein 3 (PHF3), mRNA 
/cds=(28,6147) /gb=NM_015153 
/gi=7662017 /ug=Hs.78893 /len=6948 


NM_015153 


Hs.78893 


NP_055968 


777S 


v.U£0 1 0 1 


riuiuriccun gene cu*n region 


YH771 ft 






7789 


0.007388 


EST (DKFZp564A043 clone 
DKFZp564A043) 


AL050007 






7825 


0.030461 


retinol dehydrogenase 14 (all-trans and 9- 
cis) (RDH14), mRNA /cds=(64, 1074) 
/gb=NM_020905 /gi=10190745 

/ uy no.toooou ncii i jou 


NM_020905 


Hs.288880 


NP_065956 


7828 


0.047854 


BX101939 Soares infant brain 1NIB 

OLMN/A UlUMt; IIVIMopyyOL/ I I IDO, iFlrN.NM 

sequence 

/clone=IMAGp998C1 1 163_;_IMAGE:363 
64 /ab=BX101939 /ai=27831516 
/ug=Hs.269499 /len=493 


BX101939 


Hs.269499 




7835 


0.032563 


EST (wr43e1 1 x1 NCI_CGAP_Pr28 
IMAGE:2490476 3") 


AI972789 






7843 


0.013901 


EST(qu23h09.x1 NCI_CGAP_Br12 clone 
IMAGE: 1965665 contains Alu repeat) 


AI284640 
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Genes Correspondinq To Differentially Expressed Genes in Figure 15 - Hyperlipidemia 


Soot 


n-x/alup 


Description 


Gene 

Accession No. 


Uninene 

Wl IIUCI lb 

Accession 


Protein 

r iu iv hi 

Accession 
No. 


7851 


0.039603 


capillary morphogenesis protein 2 
(CMG2) mRNA /cds=(46 783} 
/gb=NM_058172 /gi=1 71 58002 
/ua=Hs 5897 /len=2026 


NM_058172 


Hs.5897 


NP_477520 


.7854 


0.014988 


EST fetal brain (TFujiwara) Human 
sapiens cDNA clone GEN-425D02 5* 


D81944 




NP_079215 


7855 


0.04496 


EST(tz31e10.x1 NCI_CGAPJJt2 cDNA 
clone IMAGE2290218 3'^ 


AI630897 




NP_008993 


7857 


0.001935 


EST(PM4-SN0016-030400-002-c05 


AW864432 






7869 


0.01738 


hypothetical protein FLJ20534 
(FLJ20534), mRNA /cds=(21, 1061) 
/gb=NM_017867 /gi=8923502 
/ua=Hs 44344 /len=1 188 


NM_017867 


Hs.44344 


NP_060337 


7886 


0.002824 


EST(zv79f07.s1 Soares total fetus 
Nb2HF8 9w clone 759877 3') 


AA423871 






7895 


0.012883 


EST(zw54g08.r1 

Soares total fetus Nb2HF8 9w clone 
IMAGE:773918 5* contains Alu and 
MER22 repeat) 


AA463590 






7902 


0.042212 


cDNA FLJ40622 fis clone 
THYMU2013779. /gb=AK097941 
/gi=21 757847 /ug=Hs.374352 /len=1754 


AK097941 


H«; 3743S2 




7903 


0.04496 


mRNA for KIAA1965 protein. 
/cds=(1,1699) /gb=AB075845 
/ni=18Q1R817 /nn=H«5 71730 /lpn=42QQ 


AB075845 


Hs.71730 




7927 


0.014988 


UI-H-EZ1-bca-n-05-0-Ul.s1 
NCI_CGAP_Ch2 cDNA clone UI-H-EZ1- 
bca-n-05-0-UI 3', mRNA sequence 
/clone=UI-H-EZ1 -bca-n-05-0-UI 
/clone_end=3' /gb=BQ774356 
/ai=21982825 /ua=H<5 43227 /len=1f)83 


BQ774356 


Hs.43227 




7938 


0 023151 


UI-H-EU1-bai-b-07-0-UI s1 

NCI CGAP Ct1 cDNA clone UI-H-FU1- 

hai-h-07-0-l Jl 3' mRNA ^emienre 

/clone=UI-H-EU1-bai-b-07-0-UI 
/clone_end=3' /gb=BQ4481 17 
/ai=21251229 /ua=Hs 8705 /len=1 171 

/ y i £~ \ i £-£-<j i vjy i io.u / w ^ /icii i i / i 


R04481 17 


no.or uj 




7939 


0.023151 


EST (IL-BT003-221 198-003 BT003) 


AI902209 






7947 


0.021575 


EST (AV690707 GKC H.sapiens cDNA 


AV690707 




NP 004577 


7951 


0.042212 


EST (am59f03.x1 Johnston frontal 


Al 124626 






7960 


0.023151 


RAB5B, member RAS oncogene family 
(=DC43 mRNA, complete cds 
(AF267863.1)) 


AF267863 

m \w w 9 \J\^\w/ 


Hs 77690 


NP 002859 


7962 


0.037129 


hypothetical protein MGC2941 
(MGC2941), mRNA /cds=( 172,969) 
/gb=NM_024297 /gi=1 323651 9 
/ug=Hs.288217/len=2005 


NM_024297 


Hs.288217 


NP_077273 
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Genes Corresponding To Differentially Expressed Genes in Figure 15 - H 


yperlipidemia 


Spot 


p-value 


Description 


Gene 

Accession No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


7Qfifi 

/ C7VJVJ 




rHNIA- FLJ2^165 fi<; rlnnp I NfiOQ84fi 
/gb=AK026818 /gi=10439763 
/ug=Hs.279898 /len=2117 


MrxUZDO I O 


nox / yoyo 




7Q68 


0 00S74R 


Inw Hpn^itv linnnrntpin rpppntnr-rplatpri 

protein 5 (LRP5), mRNA /cds=(49,4896) 
/gb=NM_002335 /gi=4505018 
/ug=Hs.6347 /len=5100 


MM CWO^V^ 




MP no,9l2fi 


7Q75 




rHMA- Fl I220R0 fic rlnnp HFP0Q4S4 
/gb=AK025703 /gi=1 0438305 
/ug=Hs.173705/len=1990 




no. I 1 Of UO 




7984 


0.024824 


hypothetical protein FLJ11126 
(FLJ11126), mRNA/cds=(81,1517) 
/gb=NM_018332 /gi=20070297 
/ug=Hs.226396/len=2927 


NM_018332 


Hs.226396 


NP_060802 


8020 


0 0110T7 


yj\ ivjopi hji iuuoy ly lyuii lcii i nuc 

formyltransferase, 

phosphoribosylglycinamide synthetase, 
phosphoribosylaminoimidazole 
synthetase (GART), mRNA 
/cds=f79 3111Wah=NM 00081 Q 

/ ouo ^ / C , O Illy /y|L* l>HVI VVVO 1 57 

/gi=24475881 /ug=Hs.82285 /len=3291 


mm nnnfiiQ 


nb.OZZOj 


MP 7ftfi9QA 


8036 


0.032563 


mitogen-activated protein kinase kinase 

IMIIdoC f ^IVI/Ar Of\f )y If dl loLrl IJJl Vdl IGU 11 /A, 

mRNA /cds=(306,2045) /gb=NM 003188 
/gi=21735560 /ug=Hs.7510 /len=2912 


NM_003188 


Hs.7510 


NP_663306 


8045 


0.04496 


hydrolase-like 1 (AHCYL1), mRNA 

/rHc=/^RQ 1Qfi1\ /nh-MM nnKR91 
*i/Uo- ^oo%7| i J7D i ) /yu— INIVI UUQQZ 1 

/gi=21361646 /ug=Hs.41 13 /len=2677 


NM_006621 


Hs.4113 


NP_006612 ; 


8071 


0.01738 


DEAD/H (Asp-Glu-Ala-Asp/His) box 
polypeptide 3 (DDX3), transcript variant 
2, mRNA/cds=(857,2845) 

/nh-MM fin-l^fi /ni-1 "X^AMO 
/yu — INIVI UU I ooo /yi — I On? I HO \ c. 

/ug=Hs.380774 /len=5322 


NM_001356 


Hs.380774 


NP_076829 


8095 


0.020091 


DEAD/H (Asp-Glu-Ala-Asp/His) box 
polypeptide 21 (DDX21), mRNA 

/gi=13787208 /ug=Hs.169531 /len=3319 


NM_004728 


Hs. 169531 


NP_004719 


8124 


0.042212 


hypothetical protein MGC9084 
(MGC9084) mRNA /cds=f279 1397) 
/gb=NM_033418 /gi=15553096 
/ug=Hs.33922 /len=1445 


NMJD33418 


Hs.33922 


NP_219486 


8168 


0.014988 


hypothetical protein FLJ23221 
(FLJ23221), mRNA/cds=(24,419) 
/gb=NM_024579 /gi=1 3375757 
/ug=Hs. 18397 /len=519 


NMJ324579 


Hs.18397 


NP_078855 
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Genes Corresponding To Differentially Expressed Genes in Figure 15 - Hyperlipidemia 


Snot 


rt-valiip 

yj vaiuc 


Descriotion 


Gene 

Accession No. 


Uniaene 

Accession 

No. 


Protein 

Accession 

No. 


8191 


0.047854 


downstream neighbor of SON 
(DONSOIVh transcriDt variant 1 mRNA 

y ' 1 ^ **** /I 11 Ol Iwwl IUI VGIIIGIIIL 1, 1 IM\l1r\ 

/cds=(68 1768) /ab=NM 017613 
/ai=22035582 /ua=Hs 17834 /l^n=2189 


NM_017613 


Hs. 17834 


NP_665738 


8227 


0.034784 


hypothetical protein FLJ20628 
(FLJ20628) mRNA /cds=(23 1456} 
/gb=NM_01 791 0 /gi=1 3435382 
/ug=Hs. 32356 /len=1846 


NM_017910 


Hs.32356 


NP_060380 


8240 


0 012481 


iriitrif*hrjnHrinn pomnlpfp npnnmp 

1 1 HlAJlrl \\J\ \\X\ \\J\ 1, \j\J\ 1 1 piCIC \\J\ 1 IC 


NIP 001807 

1NV»/ \J\J I ou # 






8280 


0.026596 


EST(yh89c04.r1 clone 136902 5') 


R39720 






8308 


0.030461 


EST(ty24e09.x1 NCI_CGAP_Ut3 clone 
IMAGE:2280040 3' contains Alu repeat) 


AI758800 






8311 


0.001304 


clone IMAGE:5295441, mRNA 
/gb=BC043222/gi=281 75025 - 
/ua=Hs 405253 /len=2712 


BC043222 


Hs/405253 




8326 


0.042212 


BX1 18128 Soares fetal liver spleen 
1NFLS cDNA clone IMAGp998L20388, 
mRNA sequence 

/clone=IMAGp998L20388_;_IMAGE:2017 
63 /gb=BX1 18128 /gi=27840987 
/ua=Hs 15328 /len=783 


BX1 18128 


Hs. 15328 




8359 


0.013901 


UI-H-BW1-amn-b-05-0-Ul.s1 
NCI_CGAP_Sub7 cDNA clone 
IMAGE:3070401 3', mRNA sequence 
/clone=IMAGE:3070401 /clone_end=3' 

/nh=RF'i1 "Vlfi4 /ni=1 1 RQ824'* 
/yu — ui \j i juut /yi — i i j^o^no 

/ug=Hs.446233 /len=777 


BF513064 


Hs.446233 




8378 


0 014Q88 


6015'ifi'}4QT1 NIH MRC. 58 rDNA rlnnp 
IMAGE:3826069 3', mRNA sequence 
/clone=IMAGE:3826069/clone_end=3' 
/gb=BE739647 /gi=1 01 53639 
/ug=Hs.88156/len=692 


RF7^Qfi47 


no. oo i jo 




8382 


0 04496 


hvnothptiral nmtpin HnnA 9374R mRNA 

complete cds 


1 17Q2R0 






8402 


0.026596 


EST(wh75b01.x1 NCI_CGAP_CLL1 
cDNA clone IMAGP238R537 3' similar to 
gb:X69392 60S RIBOSOMAL PROTEIN 
L26 /HUMANVcontain* L1 1 1 
repetitive element ; 


AI809166 






8419 


0 023151 


mRNA* cDNA DKFZn586R1922 ffrom 
clone DKFZp586B1922) /gb=AL049450 
/gi=4500236 /ug=Hs.184779 /len=1433 


AL049450 


H<? 184779 




8425 


0.008019 


EST yc14f05.s1 cDNA clone 80673 3' 
contains L1 repetitive element. 


T57825 






8482 


0.047805 


EST(7q71c12.x1 NCI_CGAP_Lu24 
cDNA clone IMAGE:3703702 3') 


BF433956 






8483 


| 0.0068 


EST (IL3-CT021 9-271 099-022-B11) 


AW376891 
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Genes Corresponding To Differentially Expressed Genes in Figure 15 - H 


yperlipidemia 


Spot 


p-value 


Description 


Gene 

Accession No 


Unigene 

n^ucoo \\J \ i 

No. 


Protein 

Arr pccirtn 

r\UvvOO 1 \J 1 1 

No. 


8489 


0.042212 


CLK4 mRNA sequence /cds=(154,1515) 
/gb=AF212224 /gi=9437514 
/ug=Hs.406557 /len=1865 


AF2 12224 


Hs.406557 




8495 


0.008697 


EST(ws08g04.x1 NCI_CGAP_Kid11 
cDNA clone IMAGE:2496630 3') 


AI985577 






8501 


0 00213 


hvDOthetical Drotein FLJ40137 
(FLJ40137), mRNA /cds=(149.1 141) 
/gb=NM_1 73478 /gi=27735056 
/ug=Hs.412708/len=2241 


MM 173478 


Hs 412708 


MP 775749 


8544 


0 037129 


clone IMAGE 5285272 mRNA 
/gb=BC041413 /gi=27370619 
/ug=Hs.101615/len=2656 


BC041413 


H<5 101615 




8559 


0.034784 


clone MGC:5564, mRNA, complete cds 
/cds=(227,304) /gb=BC003697 
/gi=13277575 /ug=Hs.188757 /len=2145 


BC003697 


Hs. 188757 




8563 


0.04496 


UI-E-EJ1-ajx-j-20-0-Ul.r1 UI-E-EJ1 cDNA 
clone UI-E-EJ1-ajx-j-20-0-UI 5', mRNA 
sequence /clone=U l-E-E J 1 -ajx-j-20-0-U I 
/clone_end=5' /gb=BQ1 88931 
/gi=20364482 /ug=Hs.334233 /len=1116 


BQ188931 


Hs.334233 




8587 


0.037129 


UI-H-BI2-agk-g-09-0-Ul.s1 
NCI_CGAP_Sub4 cDNA clone 
IMAGE:2724688 3', mRNA sequence 
/clone=IMAGE:2724688 /clone end=3" 
/gb=AW291592 /gi=6698228 
/ug=Hs.445096 /len=680 


AW291592 


Hs.445096 




8593 


0 026596 


cs26n08 v1 Rptinal ninmpnt 

uoLuv^uu.y i i\^inicii pi^i i ici u 

GDithplium/rhoroiH rDNA t / lJn-nnrmali7Pri 
unamplified): cs cDNA clone cs26g08 5', 
mRNA sequence /clone=cs26g08 
/clone end=5' /ab=CA392625 
/gi=24725520 /ug=Hs.389253 /len=648 




no. oocjtjj 




8598 


0.024441 


EST(cDNA clone IMAGE:3313792 3' ) 


BF001617 






8602 


0 037129 


clone IMAGE 5217034 mRNA 
/ab=BC041468 /ai=27370762 
/ug=Hs.434746/len=1884 


BC041468 






8606 


0.004059 


hypothetical protein DKFZp451G182 
(DKFZp451G182), mRNA /cds=(99,4049) 
/gb=NM_1 5361 0 /gi=23957703 
/ug=Hs. 50794 /len=4678 


NM_1 53610 


Hs.50794 


NP_705838 


8631 


0.018694 


clone IMAGE:4615963, mRNA 


BC017826 






8634 


0.030461 


mRNA; cDNA DKFZp564B033 (from 
clone DKFZp564B033) /gb=AL049241 
/gi=4499975 /ug=Hs.296484 /len=2228 


AL049241 


Hs.296484 
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Genes Correspondinq To Differentially Expressed Genes in Figure 15 - H 


yperlipidemia 


Spot 


p-value 


Description 


Gene 

Accession No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


ouoo 




/gb=BI789108 /gi=1 5816833 
/ug=Hs.304928 /len=529 


RI7RQ1 Oft 
di / oy I UO 


ns.ou*fyzo 




8642 


0.020091 


EST375384 MAGE resequences, MAGH 

pHMA mPNIA connonro /nh— ANA/Q^^^I i 
CLHNM, iMrxiMM bCtjUcrlCc /y D— /-WVyOao 1 1 

/gi=81 53147 /ug=Hs.323791 /len=608 


AW963311 


Hs.323791 




8644 


0.012883 


proteasome (prosome, macropain) 26S 

/cds=(49,1371) /gb=NM_002802 
/gi=24430150 /ug=Hs.4745 /len=1586 


NM_002802 


Hs.4745 


NP_002793 


8646 


0.042212 


cDNA FLJ39413fis, clone 
PLACE6015729. /gb=AK096732 
/gi=21756291 /ug=Hs. 194339 /len=1957 


AK096732 


Hs. 194339 




8660 


0.018694 


nk74h02.s1 NCI_CGAP_Sch1 cDNA 

^lUIlt; llvlnOC. IU I %7^00 O oliTlMd! IU 

contains Alu repetitive element;contains 
element LTR5 repetitive element ;, 
mRNA sequence 

/cione— iivimvjc iu iyzoo /cions enu— 0 
/gb=AA551072 /gi=2321324 
/ug=Hs.368624 /len=477 ' -< 


AA551072 


Hs.368624 




8672 


0.004838 


FLJ22781 fis, clone KAIA1958 
/cds=UNKNOWN /gb=AK026434 

/ni— 1 nA^QOQft /i in— Lie Ol^O^ft /lon-O^QQ 

/gi— iu*foyzyo /ug— ns.z \ozoo /len— zoyy 


AK026434 


Hs.213236 




8679 


0.020091 


Wf59f02.x1 Soares_NFL_T_GBC_S1 
cDNA clone IMAGE:2359899 3', mRNA 
sequence /clone=IMAGE:2359899 
/clone_end=3" /gb=AI809904 
/gi— ooyo'f fu /ug— ns.ooyozo /ien— ooo 


AI809904 


Hs. 369826 




8683 


0.034784 


DKFZp686G1317_r1 686 (synonym: 
hlcc3) cDNA clone DKFZp686G1317 5", 
mRNA sequence 

/clone=DKFZp686G1 31 7 /clone_end=5' 
/ug=Hs.372944 /len=557 


AL702914 


Hs.372944 




8688 


0.001756 


mitogen-activated protein kinase kinase 
kinase 12 (MAP3K12), mRNA 
/cds=(99,2678) /gb=NM_006301 
/ai=21735551 /ua=Hs211fif)1 /Ipn^^fi 1 ; 


NM_006301 


Hs.211601 


NP_006292 


8694 


0.020091 


protein kinase, cAMP-dependent, 
regulatory, type 1, alpha (tissue specific 
extinguisher 1) (PRKAR1A), mRNA 
/cds=(88,1233) /gb=NM_002734 
/gi=4506062 /ug=Hs. 183037 /len=3036 


NM_002734 


Hs. 183037 


NP_002725 
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Genes Corresponding To Differentially Expressed Genes in Figure 15 - H 


yperlipidemia 


Spot 


p-value 


Description 


Gene 

Accession No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


8699 


0.024824 


clone IMAGE:3909623, mRNA, partial 
cds /cds=(1 , 1 78) /gb=BC01 5894 

/ni=1R1QR44^ /nn=H<: ^"V>RA /lon-9QRn 


BC015894 


Hs.33264 




8707 


0.006254 


tc93c11.x1 NCI_CGAP_CLL1 cDNA 
clone IMAGE:2073716 3' similar to 
contains Alu repetitive element;, mRNA 
sequence /clone=IMAGE:2073716 

/gi=4328714 /ug=Hs.309348 /len=487 


AI475669 


Hs.309348 




8708 


0.030461 


BX1 1 1624 NCI_CGAP_Lu5 cDNA clone 
IMAGp998D244068, mRNA sequence 
/clone=IMAGp998D244068_;_IMAGE:16 
04327 /gb=BX1 1 1624 /gi=27837123 

/nn=H<; 1R4R4D /len-RRR 
/uy — no. 1 0H04U /icii — ouo 


BX1 11624 


Hs. 184840 




8728 


0.037129 


DKFZp547N166_r1 547 (synonym: hfbrl) 
cDNA clone DKFZp547N166 5', mRNA 
sequence /clone=DKFZp547N166 
/clone_end=5' /gb=AL1 34698 

/ai=660288*5 /na=H<; 97?f)4R /lpn=*iRfi 


AL1 34698 


Hs.272048 




8754 


0.026596 


602072454F1 NCI_CGAP_Brn67 cDNA 
clone IMAGE:4215325 5', mRNA 
sequence /clone=IMAGE:4215325 
/clone_end=5' /gb=BF530944 

/ni=1 1fi1R"^n7 /nn-Mc ^IQRO"? /lon-RRR 


BF530944 


Hs.319823 




8755 


0.01738 


UI-H-EI1-azd-l-09-0-Ul.s1 
NCI_CGAP_EI1 cDNA clone 
iiviAoc.oo'f/ ozu o , mrvrMM sequence 
/clone=IMAGE:5847320 /clone end=3' 
/gb=BQ003406 /gi=1 9728306 
/ug=Hs.269493 /len=1055 


BQ003406 


Hs.269493 




8764 


0.04496 


mRNA; cDNA DKFZp761G241 (from 
clone DKFZp761G241) /gb=AL1 37501 

/ni=fiRflR14fi /nn-Hc ^nfi47n /lon-^niR 


AL1 37501 


Hs.306470 




8766 


0.028474 


BX1 07527 Soares_testis_NHT cDNA 
clone IMAGp998E231862, mRNA 
seauence 

/clone=IMAGp998E231862_;_IMAGE:75 
7246 /gb=BX1 07527 /gi=27847429 
/ug=Hs.187615/len=775 


BX1 07527 


Hs.187615 




8767 


0.021575 


UMP-CMP kinase (UMP-CMPK), mRNA 
/cds=(31,717) /gb=NM_016308 
/gi=7706496 /ug=Hs.1 1463 /len=2836 


NM_016308 


Hs. 11463 


NP_057392 
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Genes Corresponding To Differentially Expressed Genes in Figure 15 - H 


yperlipidemia 


Spot 


p-value 


Description 


Gene 

Accession No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


8773 


0.030461 


nn16d07.s1 NCI_CGAP_Co12 cDNA 
rlnnp IMAfiF'108404S 3' similar tn 

contains Alu repetitive element;contains 
element MER26 repetitive element ;, 
mRNA sequence 

/clone=IMAGE: 1084045 /clone_end=3' 

/un=H<: 970610 /Ipn^fiO 


AA593988 


Hs.270630 




8791 


0.00213 


tg51b06.x1 Soares_NFL_T_GBC_S1 
cDNA clone IMAGE:21 12275 3', mRNA 
sequence /clone=IMAGE:21 12275 

/rlnnp PnH=T /nh=AI41 Q799 

/gi=4265653 /ug=Hs.161220 /len=484 


AI419722 


Hs.161220 




8810 


0.004059 


EST(cDNA clone IMAGE:2432925 3' ) 


AI869557 




NP 689744 


8826 


0.018694 


cDNA FLJ25058 fis, clone CBL04608. 
/cds=(1 39,639) /gb=AK057787 
/gi=16553726 /ug=Hs.350624 /len=1808 


AK057787 


Hs.350624 




8827 


0.030461 


Ob11d04.s1 NCLCGAP_Kid3 cDNA 
clnnp IMAGE- 1 19H67 *¥ similar tn 
rnnfpinQ Alii rpnptiti\/P pIpmpnt'rnntainQ 

UUIIlalllO AIU ICfJCLlUVC CICI 1 ICI ll,OUI 1 Lall lo 

ptpmpnt 1 "TRR rpnptitix/P olomont ; 

CICI 1 ICI 11 l_ 1 l\\J I cpciiLi VC del 1 ICl il ; , 

m R Nl A con i ion '- 1" 
1 1 1 r\INr\ ot?L|Ut;l IUC 

/rlnnp-IMAf^F-1 19HR7 /rlnnp pnH-T 
/LfiUMC - IIVIrNOC IOZOOQ/ /UIUIIC CIIU - O 

/nh=AAft797^0 /ni-9Qfiftft^9 
/nn-Hc 19^990 /Ipn-Rflfi 


AA872730 

- 


Hs. 125229 




8833 


0.023151 


no significant match, No orf 


SEQ.ID.No.1 






8837 


0.01738 


no significant match 


SEQ.ID.No.39 






8839 


0.01738 


No significant match, ORF-1 (3-472) 


SEQ.ID.No.49 






ft PUIS 


u.u i oyu i 


iNO biyniiiodni rnaicn 


cipn in Mr» ft9 






8869 


0.026596 


Novel, No orf 


SEQ.ID.No.4 






8918 


0.014988 


EST EST72587 Ovary II cDNA5'end 


AA362818 




NP_057226 


8925 


0.034784 


EST TCBAP1 D1 176 Pediatric pre-B cell 
acute lymphoblastic leukemia Baylor- 
HGSC project=TCBA cDNA clone 

I vDnr I I / U 


BE244548 






8962 


0.013901 


UI-H-BW0-ajq-g-03-0-Ul.s1 

MP! Pf^AP ^nhR rHKI A rlnnp 

IMAGE:2732740 3', mRNA sequence 
/clone=IMAGE:2732740 /clone end=3' 
/gb=AW298806 /gi=6705442 
/ua=Hs 438211 /len=615 


AW298806 


Hs.43821 1 




8963 


0.042212 


EST(IL2-HT0433-020200-041-F07 1 
HT0433) 


BE161204 






8995 


0.026596 


EST1000 HEV PCR-select cDNA clone 
HEV#2154, mRNA sequence 
/clone=HEV#2154 /gb=BM956063 
/gi=23346294 /ug=Hs.390155 /len=664 


BM956063 


Hs.390155 
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Genes Corresponding To Differentially Expressed Genes in Figure 15 - Hyperlipidemia 


Snot 


n-valup 


Descrintion 


Gene 

Accession No. 


LJninpnp 

\j 1 1 iy vi ic 

Accession 
No. 


Pmtpin 

r I vlvii l 

Accession 
No. 


9018 


0.028474 


EST382162 MAGE resequences, MAGK 
cDNA, mRNA sequence /gb=AW970081 
/gi=81 59926 /ug=Hs.325603 /len=423 


AW970081 


Hs.325603 




9052 


0.0068 


yy73h08.s1 

Soares_multiple_sclerosis_2NbHMSP 
cDNA clone IMAGE:279231 3", mRNA 

^pnupnrp /rlnnp=IMAfnP'97Q9^1 

/clone_end=3' /gb=N46879 /gi=1 188045 
/ug=Hs. 397476 /len=539 


N46879 


Hs.397476 




9057 


0.003097 


gycosyltransferase (LOC83468), mRNA 

/rd«i=f40R 1457^ /nh=NIM 031309 
/gi=21314737 /ug=Hs.159993 /len=1908 


NM_031302 


Hs. 159993 


NP_1 12592 


9061 


0.013494 


cDNA FLJ33960 fis, clone 
CTONG2018843. /gb=AK091279 
/gi=21749612 /ug=Hs. 126465 /len=2849 


AK091279 


Hs. 126465 




9067 


0.04496 


xs46d07.x1 NCI_CGAP_Kid11 cDNA 
clone I MAGE 2772685 3' similar to 
contains Alu repetitive element;contains 
element MER12 MER12 repetitive 
element ;, mRNA sequence 1 
/clone=IMAGE:2772685 /clone_end=3' 

/ug=Hs.371210/len=496 


AW271316 


Hs.371210 




9077 


0.047805 


ty83h04.x1 NCI_CGAP_Kid11 cDNA 
clone IMAGE:2285719 3', mRNA 

cprjiipnrp /Hnnp=l MAf^F*99ft^7 1 Q 

OC<w|UCI IOC / \*l\J\ IC 1 IVinvC>.££OJ f 1 C7 

/clone_end=3' /gb=AI758933 

/gi=51 52658 /ug=Hs.292921 /len=487 


AI758933 


Hs.292921 




9087 


0.034784 


EST370944 MAGE resequences, MAGE 

rHNIA mRNA Qpnnpnrp /nh=A\A/QRftft74 

/gi=8148558 /ug=Hs.403977 /len=504 


AW958874 


Hs.403977 






0 034784 


EST rDNA 3' pnri 

/clone=IMAGE:3214604/clone_end=3' 
/gb=BE503107 /gi=9705515 
/ug=Hs.281951 /len=368 


RF503107 






9151 


0.016146 


mRNA; cDNA DKFZp564A2164 (from 
clone DKFZp564A2164) /gb=AL1 1 761 1 
/gi=591 21 87 /ug=Hs. 1 91 50 /len=1 908 


AL1 17611 


Hs.19150 




9152 


0.028474 


cDNAFLJ31610fis, clone 
NT2RI2002865. /gb=AK056172 
/gi=16551502 /ug=Hs.196379 /len=2194 


AK056172 


Hs. 196379 
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Genes Corresponding To Differentially Expressed Genes in Figure 15 - Hyperlipidemia 


Spot 


p-value 


Description 


Gene 

Accession No. 


Unigene 
Accession 

INO. 


Protein 

Accession 

no. 


9153 


0.034784 


AGENCOURT_8584280 
Lupski_sympathetic_trunk cDNA clone 
IMAGE:61 92820 5\ mRNA sequence 
/clone=IMAGE:6192820 /clone_end=5' 

/nh=ROft7fi e iR^ /ni=999Rft^71 
/yu - D\xo / ujuo /yi-t.£.^.uoj/ i 

/ug=Hs.346743 /len=925 


BQ876563 


Hs.346743 




9156 


0.04496 


AV700727 GKC cDNA clone GKCGRD12 
3', mRNA sequence /clone=GKCGRD12 
/clone_end=3 , /gb=AV700727 


AV700727 


Hs.446006 




Q1Q9 


f 


m DMA fi ill lonnth incorf rHNIA nlnno 
IIIrMNM IUII Iciiyill llloClL LrUMN/A UlUlIC 

EUROIMAGE 1271944 /cds=UNKNOWN 
/gb=AJ420453 /gi=1 706631 7 
/ug=Hs.351834/len=1186 




ns.oo i oo*+ 


IN n__UUO*t OO 


Q1Q7 


0 047854 


clone IMAGE:5210201 5') 


RI7fi7fi^5 




MP rrqroc; 

INH DOcIDUj 


9214 


0.04496 


60264621 1F1 NIH_MGC_76 cDNA clone 
IMAGE:4767747 5', mRNA sequence 
/clone=IMAGE:4767747/clone_end=5' 
/gb=BG618829 /gi=1 3670200 

/nn-Hc 1R4nR4 /lon-fi9fi 


BG618829 


Hs. 164064 




9233 


0.002573 


AGENCOURTJ 022721 5 
NIH_MGCJ41 cDNA clone 
IMAGE:6565196 5\ mRNA sequence 
/clone=IMAGE:65651 96 /clone_end=5' 

/nh— Rl l^fiK79 /ni— 99B471 1 "X 
/iin— l-lc ^ftnQ^^ /Ion— 1975 


BU536672 


Hs.380933 




9333 


0.034512 


AF1 50275 mRNA from cd34 stem cells 
cDNA clone CBFBNE09, mRNA 
sequence /clone=CBFBNE09 
/y u— Mi i ou^ / o /gi— o 1 00/ i i 
/ug=Hs.40173 /len=1823 


AF 150275 


Hs.40173 




9341 


0.042212 


No significant match 


SEQ.ID.No.43 






9443 


0.011929 


synapse associated protein 1, SAP47 

fDrnQrinhilal /^YAP'H mRNA 

UoUfJI 1 1 lay \0 1 nr 1 ) } 1 1 lrxINM 

/cds=(94, 1 1 52) /gb=NM_032796 
/gi=1 9923854 /ug=Hs.47334 /len=2030 


NM_032796 


Hs.47334 


NP_1 16185 


Q45Q 


n CO A 


uuiquinoi-cyiocnrornc o icuuuidbc uinuiny 
protein (UQCRB), mRNA /cds=(54,389) 
/gb=NM_006294 /gi=20070231 
/ua=Hs 131255 /len=965 


KIM nnR9Q/l 
IN lvl_UUDZy H 


He 

no. I o I ZOO 


mp nnft9ftc; 

IN " UUDZOO 


9460 


0.04496 


FLJ10254 (FLJ10254), mRNA 
/cds=(172,993) /gb=NM_018041 
/gi=8922314 /ug=Hs.326551 /len=2134 


NM_018041 


Hs.326551 




9482 


0.042212 


mRNA for KIAA1367 protein, partial cds. 
/cds=(1,1741) /gb=AB037788 
/gi=7243114 /ug=Hs.224961 /len=4196 


AB037788 


Hs.224961 
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Genes Corresponding To Differentially Expressed Genes in Figure 15 - H 


yperlipidemia 


Spot 


p-value 


Description 


Gene 


Unigene 
No. 


Protein 

Mccession 

No. 


9485 


0.009424 


mRNA; cDNA DKFZp434K1412 (from 
clone DKFZd434K1412^ /ah=AL 1^775^ 
/gi=6808455 /ug=Hs.12144 /len=5448 


AL1 37753 


Hs.12144 




9513 


0.008019 


hypothetical gene supported by 

AY007122 ([ OnQ?71Q^ mRNA 


XM_046853 






9529 


0.032563 


GTP-binding protein Sara (LOC51128), 
mRNA /cds=(151,747) /gb=NM_016103 

/ni=77n^89R /un=HQ 97Q^R9 /lon=19ftn 


NM_016103 


Hs.279582 


NP_057187 


9532 


0.037129 


likely ortholog of rat V-1 protein (V-1), 
mRNA /cds=(229,585) /gb=NM 145808 
/gi=21956644 /ug=Hs.21321 /len=3770 


NM_145808 


Hs.21321 


NP_665807 


9540 


7 78E-04 


translation fartnr ii1 (C^OOCW mRNA 

/cds=(242,583) /gb=NM_005875 
/gi=5031710 /ug=Hs.21756 /len=992 


mm nn^ftyi 




INr UUOODD 


9601 


0.008697 


hypothetical protein FLJ20625 
(FLJ20625), mRNA /cds=(53,538) 
/ab=NM 017907/01=892^578 
/ug=Hs. 109773 /len=1112 


NM_017907 


Hs. 109773 


NP_060377 


9618 


0.020091 


protein phosphatase 1A (formerly 2C), 
magnesium-dependent, alpha isoform 
(PPM1A) mRNA /cds=(358 1506} 

yi i ivi in/, 1 1 ii mi/a / V/UO i jju, \ \J\J\j i 

/gb=NM_021003 /gi=10337594 
/ug=Hs.57764 /len=2346 


NM_021003 


Hs.57764 


NP_808821 


9619 


0.04496 


hypothetical protein MGC14817 

(MC±C\dRM\ mRNA /rH«;=^^ 449\ 

/gb=NMJ)32338 /gi=14150123 
/ug=Hs.124813/len=1010 


NM_032338 


Hs. 1248 13 


NP_1 15714 


9642 


0.028124 


FK506 binding protein 11,19 kDa 

1 ^ mRNA fcci^ni G7R\ 

\ i i\f_)i 1 l l i lr\iN/A /WJ&-\ I 0,0 / 

/gb=NM_016594 /gi=7706130 
/ug=Hs.24048 /len=727 


NM_016594 


Hs.24048 


NP_057678 


9663 


0.04496 


DKFZP586G011 protein (LAP1B), mRNA 
/rd^=i , ^fi 1444^ /nh=NM 015609 


NM_015602 


Hs.234265 


NP_056417 


9680 


0.021575 


clone 114 tumor rejection antigen mRNA, 

/gb=AF445027 /gi=1 7386079 
/ug=Hs.24723 /len=3648 


AF445027 


Hs.24723 




9721 


0.013901 


EST(yj01e06.r1 clone 147490 5') 


R81297 




NP 057707 


9727 


0.024824 


mRNA; cDNA DKFZp586F0219 (from 
clone DKFZp586F0219) /gb=AL049404 
/gi=4500192 /ug=Hs.432818 /len=2451 


AL049404 


Hs 432818 




9733 


0.013901 


hypothetical protein LOC92597 
(LOC92597), mRNA /cds=(151,801) 
/gb=NM_1 73468 /gi=27735028 
/ug=Hs.31422 /len=6956 


NM_1 73468 


Hs.31422 


NP_775739 
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Genes Corresponding To Differentially Expressed Genes in Figure 15 - H 


yperlipidemia 


Spot 


p-value 


Description 


Gene 

Recession ino. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


9765 


0.047805 


602299495F1 NIH_MGC_87 cDNA clone 
IMAfiF^Q^QIQ •¥ mRNA «;pniipnrp 

/clone=IMAGE:4393919/clone_end=5' 
/gb=BG030805 /gi=12420450 
/ug=Hs.439128 /len=924 


BG030805 


Hs.439128 




9783 


0.021173 


EST(tx54b12.x1 NCI_CGAP_Lu24 clone 
IMAGE:2273375 3' contains L1.t2 L1 


AI630984 






9801 


0.028124 


UI-1-BB1-aio-d-05-0-Ul.s1 
NCI_CGAP_PI5 cDNA clone UI-1-BB1- 

a\r\ H n_l II *V rnRMA connonro 
dlO-U-UO-U-UI O , [TlrMNM bcCjUcnCc 

/clone=UI-1-BB1-aio-d-05-0-UI 

/clone_end=3' /gb=BQ026113 

/gi=1 9761 392 /ug=Hs.365663 /len=626 


BQ026113 


Hs.365663 




9805 


0.034784 


EST (qh12h02.x1 

oudi Co isrL I vj do o I 

IMAGE: 1844499 3") 


AI240516 






9806 


0.037129 


7k03e02.x1 NCI_CGAP_GC6 cDNA 
clone IMAGE:3443402 3', mRNA 

cpniipnrp /rlrtnoz I MAf^P* ^AA^ADO 

/clone_end=3 , /gb=BF056273 

/ni— 10810160 /nn— He IftftQOO /lon-^79 


BF056273 


Hs.1 88920 




9812 


0.032563 


mRNA; cDNA DKFZp313C1042 (from 
clone DKFZp313C1042) /gb=AL833436 
/gi=21734078 /ug=Hs.376859 /len=2103 


AL833436 


Hs.376859 




9819 


0.01738 


EST (yq42a05.r1 Soares fetal liver spleen 


R94397 






9833 


0.047854 


AGENCOURT_6861057 NIH_MGC_99 
cDNA clone IMAGE:5931113 5', mRNA 
sequence /cione— uviMot.oyo » i 10 
/clone_end=5' /gb=BQ066467 
/gi=19895513 /ug=Hs.446485 /len=1029 


BQ066467 


Hs.446485 




9905 


0.039603 


Similar to RecQ protein-like 5, clone 
IMAGE:3629492, mRNA, partial cds 
(BC005103.1) 


BC005103 


Hs.33818 


NP_004250 


9907 


0.028474 


glucuronidase, beta (GUSB), mRNA 
/cds=(27,1982) /gb=NM_000181 
/ai=4504222 /ua=Hs 183868 /len=2191 


NM_000181 


Hs. 183868 


NP_000172 


9960 


0.047854 


similar to weakly similar to glutathione 
peroxidase 2, clone MGC: 32677 
IMAGE:4285958, mRNA, complete cds 
/cds=(35,664) /gb=BC029424 
/gi=20810222 /ug=Hs.283072 /len=1398 


BC029424 


Hs.283072 
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Genes Corresponding To Differentially Expressed Genes in Figure 15 - H 


yperlipidemia 


opoi 


p-vaiue 


uescnpiion 


Gene 

Accession No. 


unigene 

Accession 

No. 


Protein 

Accession 

No. 


9990 


0.030461 


hypothetical protein FLJ23467 

/Fl I9^R7^ mRMA /rrlc-M 0^ fi^7\ 
^rLJ^O^Of mrxlNM /CQS— \ I UOjDOf j 

/gb=NMJ)24575 /gi= 13375749 
/ug=Hs.16179 /len=1196 


NM_024575 


Hs.16179 


NP_078851 


10012 


0.04496 


hypothetical protein FLJ22729 

^rLJiiZ/Zy/, mrxINA /COS— (DUO, iu/yj 

/gb=NM_024683 /gi=1 3375953 
/ug=Hs.94891 /len=1278 


NM_024683 


Hs.94891 


NP_078959 


10049 


0.030461 


FLJ 12209 fis, clone MAMMA1 000962 

/COS— UlMfMNUVVlN /gu— MrxUZiiZ / I 

/gi=10433630 /ug=Hs.366548 /len=1239 


AK022271 


Hs.366548 




10054 


0.021575 


similar to hypothetical protein FLJ10883 

^LVJO I I OZy*f;, mKINA /COS— v"©,! 1 / I ) 

/gb=NM_052937 /gi=24308385 
/ug=Hs.60293 /len=3967 


NM_052937 


Hs.60293 


NP_443169 


10075 


0.039603 


anti-silencing function 1A 
/cds=( 193,807) /gb=NM_014034 

Ini— 7fifi1 <^Q1 /im— He mS1in /Ian— O^R7 

/yi— < oo i us i /ug— ns. i uo i i u /ien— zoo/ 


NM_014034 


Hs.108110 


NP_054753 


10084 


0.039603 


hypothetical protein MGC11034 
(MGC11034), mRNA/cds=(246,641) 
/gb=NM_031453 /gi=1 3899290 
/ug=Hs. 103378 /len=3301 


NM_031453 


Hs. 103378 


NP_1 13641 




U.U I OsU I 


cnromosome zu open reaaing name yy, 
cDNA: FLJ22115 fis, clone HEP18471 


A I/AOC7CQ 




KID A A C\C\QC\ 
NP_1 49080 


10112 


0.028474 


COP9 constitutive photomorphogenic 
subunit 5 (Arabidopsis) (COPS5), mRNA 
/cus— (izi,n zo) /go— nm uuboof 
/gi=5803045 /ug=Hs.380969 /len=1277 


NMJD06837 


Hs. 380969 


NP_006828 




U.U4 I oo4 


eariy growin response o (tbKo), itikna 
/cds=(358, 1 521 ) /gb=NM_004430 
/gi— 4 / oozoi /ug-ns. / 4Uoo /ien— 4^oy 


My C\C\A Alf\ 

NIVMJU44oU 


|_J _ 7//\QQ 

HS. /40oo 


NP_004421 


10116 


0.042212 


splicing factor 1 (SF1), mRNA 

/COS— (ooo,ZZDh) /gD-INlVI_UU4ooU 

/gi=4759339 /ug=Hs. 180677 /len=3131 


NM_004630 


Hs. 180677 


NP_004621 


10145 


0.039603 


EST(fi21a05.x1 Sugano Kawakami 
zebrafish DRA clone 2601776 3') 


AW1 16880 






10166 


0 018694 


TPA reaulated loru«; ^TPARI ) mRNA 
/cds=( 195,1 169) /gb=NM_0 18475 
/gi=8923860 /ug=Hs.23651 0 /len=1 91 3 


NM 01847^ 

INI VI KJ IO*t/ \J 




MP nfif)Q4^ 


10194 


0.008019 


hypothetical protein FLJ1 1 101 
(FLJ11101), mRNA /cds=(1, 552) 
/gb=NM 018322 /gi=8922866 
/ug=Hs.58382/len=1920 


NM_018322 


Hs.58382 


NP_060792 
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yperlipidemia 


Spot 


p-value 


Description 


Gene 

Accession No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


10997 

1 UZZ 1 




mRNA- rDNA DKF7n'iRRN949/l rfrr>m 

clone DKFZp586N2424) /gb=AL1 57503 
/gi=7018553 /ug=Hs.27552 /len=2220 


ML I O/ DUO 


u c 07559 

rio.z / ooz 




10228 


0.047854 


hypothetical protein FLJ 10342 
(FLJ10342), mRNA /cds=(534,1 145) 
/gb=NM_018064 /gi=14149717 
/ug=Hs.101514/len=1506 


NM_018064 


Hs.101514 


NP_060534 


1 09^9 
I uzoz 


n H9^1 51 


ryoq495k 

Scares Jetal_heart_NbHH19W cDNA 
clone IMAGp998B20783, mRNA 
sequence 

/rhnn- IM Af^nQQftR907ft'} • IM Af^P^O 

/cione— iiviMopyyoDZU/oo , I iviMot.04Z 

8^5 /nh— RYOQ495K /ni— 97R41 B£4 
ooo /y D— DAvjyH-ZOO /y l—Z # o*+ I OOH 

/ug=Hs.407356 /len=477 


RYOG495fi 

DAuy^zoo 


nS.4U/ ooo 




I uzoo 


n 047854 
U.UH/ OQ*f 


nypoineiicai protein ivioo*f # u i 
(MGC4701), mRNA/cds=(149,1585) 

/nh=MM 09451 1 /ni=94'}0a9Q0 
/yu— iNivi u^hj i i /y I— z*+ouozc7U 

/ug=Hs.421054 /len=1686 


MM H94511 
IN IVI UZ40 I I 


Ulo /I91 H5/1 

nS.4z1 U04 


MD H7Q7Q7 


10269 


0.028474 


hypothetical protein PR01546 


NP 061055 






10979 

I UZ 1 Z 




FQT\/r*91h09 r1 Qtratanono lunn 

co i yuz i nuz j i oLididycric luriy 
(#937210) cDNA clone IMAGE:81363 5' 


Tfi^ftl 5 
1 OOO 1 O 






10282 


0.023151 


EST (7o83a06.x1 NCI_CGAP_Kid11 
cDNA clone IMAGE:3642898 3') 


BF 197462 




r 

r 


10287 


0.024824 


EST (ye08g06.r1 Stratagene lung 
(»yo/ziu; cuina cione iiviAot.n / 1 10 
5') 


T87941 






10310 


0.007388 


EST (oy95f11.x1 

Soares_fetal_liver_spleen_tNFLS_S1 

CUINA Clone IIVIMoC. ID/ OO 1 O O 

similar to contains OFR.tl OFR repetitive 
element ; 


AI079513 






10335 


0.024441 


hypothetical protein MGC13024 
(MGC13024), mRNA/cds=(196,1083) 

/nh-MM 1599PB lr\\— 9974ft£5H 

/yu— in ivi i ozzoo /yi— zz / 4ooou 

/ug=Hs.333488 /len=2239 


NM_1 52288 


Hs.333488 


NP_689501 


10363 


0.010203 


Similar to RIKEN cDNA 2310026P19 
gene, clone MGC:49935 
iiviMv3C.o i /oooz, mrxiNM, complete cos 
/cds=(288,3329) /gb=BC043352 
/gi=27694113 /ug=Hs.35096 /len=5900 


BC043352 


Hs.35096 




10369 


0.034784 


phosphatidylinositol 4-kinase type-ll beta 

(PI4K2EH mRNA /cd«>=M1? 1557^ 
/gb=NM_018323 /gi=18874095 
/ug=Hs.23920 /len=3458 


NM_018323 


Hs.23920 


NP_060793 


10387 


0.04496 


RAD52B (RAD52B), mRNA 
/cds=(28,882) /gb=NM_145654 
/gi=21717825/ug=Hs.194411 /len=1159 


NM_145654 


Hs. 194411 


NP_663629 
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yperlipidemia 


Spot 


p-value 


Description 


Gene 

Accession No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


10397 


0.012883 


maternal G10 transcript (G10), mRNA 
/cds=(380,814) /gb=NM_003910 
/gi=4503836 /ug=Hs.380233 /len=1003 


NM_003910 


Hs. 380233 


NP_003901 




n rncufii 


012-c12NN0025 cDNA) 


A\A/ftQ777ft 






i \jh i o 


u.uoyouo 


fi09m9^Q^P1 KIIH IWIf^P ft1 rHNIA Hnno 
uwt i \j^*ji7v?r i in i n ivio o o i ol/inm uioric 

IMAGE:4293719 5\ mRNA sequence 

/clone=IMAGE:429371 9 /clone_end=5' 

/gb=BF672139 /gi=1 1946034 

/ug=Hs.19479 /len=896 


orD/ £. I oy 


ns. iy4/y 




10430 


0.001935 


EST(ha63a03.x1 NCI_CGAP_Pan1 

UUMN/A OlUlie I1VIMUC41O / OOHO O ) 


AW338626 




NP_006826 


10437 


0.034784 


UI-H-EI1-aze-c-02-0-Ul.s1 
NCI_CGAP_EI1 cDNA clone 

IMAf^F-^B^^ftl *¥ mPMA coniionro 

iiviMocoo*f (ho i o , mrxiNM sequence 
/clone=IMAGE:5847481 /clone_end=3' 
/gb=BQ003590 /gi=1 9728490 
/ug=Hs.29698 /len=1051 


BQ003590 


Hs.29698 




10466 


0.026229 


cDNA, 5' end /clone=IMAGE:4592424 

/clone_end=5* /gb=BG400792 

/gi=1 3294240 /ug=Hs.83286 /len=973 


BG400792 


Hs. 83286 


NP_714916 


I UHO 1 




1 II l-l HFO hen n 17 n I II d 
Urn-UrU UcU-li- I f -U-UI.S I 

NCI_CGAP_DF0 cDNA clone UI-H-DF0- 
beu-n-17-0-UI 3', mRNA sequence 
/clone=U l-H-DF0-beu-n-1 7-0-U I 
/clone_end=3'/gb=BU617990 
/gi=23284205 /ug=Hs.444822 /len=1088 


Rl Ifi1 7QQH 

duo i /yyu 


nS.444o^Z 




10491 


0.034784 


UI-H-DH0-aul-j-10-0-Ul.s1 
NCI_CGAP_DH0 cDNA clone 
IMAGE:5871081 3', mRNA sequence 
/clone=IMAGE:5871081 /clone end=3' 
/gb=BM994461 /gi=1 9719362 
/ug=Hs.434057 /len=2059 


BM994461 


Hs.434057 








/ qoOnU / .X I INOI_UbAr_bL»D CUINA 

clone IMAGE:3700476 3' similar to 
contains element MER4 MER4 repetitive 
element mrviMM sequence 
/clone=IMAGE:3700476 /clone end=3' 
/gb=BF478238 /gi=1 1 549065 
/ug=Hs.356203 /len=400 


DC>l7QOOQ 

br4/ozoo 


nS.oobzUo 




10499 


0 026229 


cDNA' FLJ21545fis clone COL06195 
/gb=AK025198 /gi=10437662 
/ug=Hs.83623 /len=2176 








10503 


0.039603 


thymosin, beta 4, X chromosome 
(TMSB4X), mRNA/cds=(78,212) 
/gb=NM_021 109 /gi=1 1056060 
/ug=Hs.75968 /len=556 


NM_021109 


Hs.75968 


NP_066932 
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Genes Corresponding To Differentially Expressed Genes in Figure 15 - H 


yperlipidemia 


Spot 


p-value 


Description 


Gene 

Accession No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


10518 


0.037129 


UI-H-EI1-ayz-p-10-0-Ul.s1 
NCI_CGAP_EI1 cDNA clone 
IMAGE:5845881 3', mRNA sequence 
/clone=IMAGE:5845881 /clone end=3* 
/gb=BQ006715 /gi=19731615 
/ug-ns.zyuoo /ien-iubz 


BQ006715 


Hs.29088 




10525 


0.012883 


UI-H-DF0-beq-g-04-0-Ul.s1 
NCI_CGAP_DF0 cDNA clone UI-H-DF0- 
beq-g-04-0-UI 3', mRNA sequence 
/cione-ui-n-uru-Deq-g-u4-u-ui 
/clone_end=3' /gb=BU617513 
/gi=23283728 /ug=Hs.25566 /len=1 170 


BU617513 


Hs.25566 




10544 


0.024441 


hypothetical protein LOC1 53339 
(LOC1 53339), mRNA /cds=(21 ,239) 
/gb=NM_1 74909 /gi=28372532 
/Ug— nS.Of 4ooo /len-fZb 


NM_1 74909 


Hs.374538 


NP_777569 


10589 


0.003712 


BX1 04984 Scares placenta Nb2HP 
cDNA clone IMAGp998G22188, mRNA 
sequence 

/cione— iMAopyyoozzi oo_, — »MAot.i oo 
677 /gb=BX1 04984 /gi=27833283 
/ug=Hs.287980 /len=752 


BX1 04984 


Hs.287980 




A ncoc 

lUoyo 


n rn oon-i 

u.uioyui 


hLJ i4oUy TIS, Clone PLAOboUUL)221 
/cds=UNKNOWN /gb=AK024371 
/gi=10436741 /ug=Hs.129013 /len=4964 


A I/HO >|07H 

AK024371 


i 1 _ <tnnn4 0 

Hs. 12901 3 




10619 


0.028474 


HepG2 3' region cDNA, clone hmd4e11. 
/gb=D16932 /gi=598823 /ug=Hs.434575 
/len=382 


D16932 


Hs.434575 




a neon 
lUboU 


n nno i o 
U.UUZlo 


UI-H-DrO-Det-J-l 7-0-UI.S1 
NCLCGAPJDF0 cDNA clone UI-H-DF0- 
bet-j-17-o-Ul 3 , mRNA sequence 
/clone=UI-H-DF0-bet-j-17-0-UI 
/clone_end=3' /gb=BU626301 
/gi=23292516 /ug=Hs.443120 /len=1 130 


BU626301 


Hs.443120 




1 Uo4Z 


O.UOt-U4 


noOoiouzi normalized intant Drain 
cDNA cDNA clone c-3ic02 


MoUbo 






10654 


0.042212 


AGENCOURT_7968233 NIH_MGC 67 
cDNA clone IMAGE:6170681 5\ mRNA 
sequence /clone=IMAGE:61 70681 

/rlnno onrl-^' /nh- RI 11 ftQftOB 

/oiuiic cMu— d /gij— du i oyozo 

/gi=22703812 /ug=Hs.258214 /len=956 


BU189828 


Hs.258214 




10661 


0.010203 


ip18c02.y1 HR85 islet cDNA clone 
IMAGE:6217706 5', mRNA sequence 
/clone=IMAGE:6217706/clone_end=5' 
/gb=CA777576 /gi=26015451 
/ug=Hs.115779 /len=700 


CA777576 


Hs. 11 5779 
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Spot 


p-value 


Description ! 


Gene 

Accession No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 




o nnRR 

U.UUDO 


clone IMAGE:1948863 similar to contains 
L1 .t2 L1 repetitive element ; ) 


AI?17n?R 
rwc. i i uoo 






10676 


0.021575 


ESTs, cDNA, 3' end 
/clone=IMAGE:2354884/clone_end=3' 

/nh- A\7 IRARQ. /ni— ^0^701 9 
/y V— Ml r OUnOO /y I— OUO r U I Z 

/ug=Hs.111436/len=514 


AI735488 


Hs.1 11436 




1070A 


n 049919 

U.LKfZZ IZ 


fi091AQQQRP1 MIW Mf^P £1 aHMA Hnno 

ouz i^fyyyor i in in ivhjo_o i cuinm cione 

IM Af^P-vl9Q1 7QO mRMA com lonra 

iiviMocnzy i oyu o , rnr\iNr\ sequence 
/clone=IMAGE:4291390/clone_end=5' 

/nh-RFR70Q09 /ni- 1 1 CM47Q7 

/gD— Dro/uyuz /gi — i i*7*K»r y/ 

/nn-Hc 1Q107 /Ion— 

/uy— ns. lyiu/ /ien— o*fo 


RP£70Q09 
DrO / UcJUZ 


ns. i y i u/ 




10705 


0.037129 


No significant match, 
ORF+2(386~529) +3(3-1 07) 


SEQ.ID.No.2 






10717 


0.007388 


No significant match 


SEQ.ID.No.83 










cot /ppo CTCiORA ^OOROO 099 n07 

co i (ixoj-u i uzo*t-ouuouu-uzz-gu / 
CT0254) 


RPQ9799Q 

Dtyz / zzo 






10779 


| 0.04496 


EST (ADB cDNA clone ADBAKA02 5') 


AV704531 






10700 


0 OlftfiQd 

U.U 1 OD3*t 


biiTiiidt to zinc linger protein zz ^ \o) 
(LOC 1 66793), m RNA /cds=(1 40 1 ,21 47) 
/gb=NM_145291 /gi=21686968 

/nn-Hc Q4ni"* /Ion— Oft'iA 


IN I VI l*fOZc? I 


Mc CMOI ^ 

ns.y*nj 1 0 


MP CCO^il 


10792 


0.021575 


EST(hb87e12.x1 NCI_CGAP_Ut2 cDNA 
clone IMAGE:2890222 3' similar to 
contains Alu repetitive element) 


AW439703 






10794 


0.011037 


FSHD region gene 1 (FRG1), mRNA 
/cds=(192,968) /gb=NM_004477 

ln\—A'7R&Ar\1 A in-Ue 90*3779 /lark— i H/19 

/gi— 4/oo4Uo /ug— ms.zuo/ /z /ien- iU4Z 


NM_004477 


Hs.203772 


NP_004468 


10801 


0.026229 


UI-H-BI4-apt-h-07-0-Ul.s1 
NCI_CGAP_Sub8 cDNA clone 
IMAGE:3088741 3', mRNA sequence 
/clone=IMAGE:3088741 /clone_end=3' 

/nh-RC^11Q71 /ni— 1 1 ^G^9£Q 

/go— Dro i ic?/ i /gi— i loyozoy 
/ug=Hs.439923 /len=1228 


BF511971 


Hs.439923 




IUO I** 




I II P PI1 afn n OR 0 III c1 111 P PM 
Ul-C-L/I I -aTO-U-UO-U-U 1 .5 I UI-£-wl I 

cDNA clone UI-E-CI1-afo-o-08-0-UI 3', 

mRMA earn ionno /r*lr\n^— 1 II P PH /*\ 

iTir\i>ir\ sequence /cione— ui-c-oi i-aro-o- 
08-0-UI /clone_end=3' /gb=BU732338 
/gi=23658133 /ug=Hs.99472 /len=1229 


DU / ozooo 


U c QQ/179 




10829 


0.016966 


EST CM2-BT0693-210300-123-a08 
BT0693 cDNA 


BE088733 






10836 


0 028474 


EST fni28d04 «;1 NCI CRAP AA1 rDNA 
clone IMAGE:993799 3') 


AAfiOOQQfi 






10873 


0.012883 


601156470F1 NIH_MGC_21 cDNA clone 
IMAGE:3140104 5', mRNA sequence 
/clone=IMAGE:3140104/clone_end=5' 
/gb=BE279006 /gi=91 53993 
/ug=Hs.444551 /len=549 


BE279006 


Hs.444551 
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yperlipidemia 




n-valup 


Descriotion 


V7CI IC 

Accession No. 


I Jninon A 

wl 1 lijCI IC 

Accession 
No. 


Prntp^in 

■ 1 UlCII 1 

Accession 
No. 


10875 


0.014988 


cDNA FLJ39179 fis, clone 
OCBBF2004147 /ab=AK096498 
/ai=21 756010 /ua=Hs 104935 /len=2760 


AK096498 


Hs. 104935 




10891 


0.032563 


EST(yh69b07.r1 Scares placenta Nb2HP 
cDNA clone IMAGE: 134965 5' similar to 
contains Alu repetitive element) 


R31623 






10895 


0.028474 


EST (clone GKBACD08 3') 


AV699636 






10898 


0.037129 


heat shock 70kDa protein 5 (glucose- 
regulated protein, 78kDa) (HSPA5), 

/gi=21 361242 /ug=Hs.75410 /len=3925 


NM_005347 


Hs.75410 


NP_005338 


10912 


0.030461 


cDNA FLJ34675 fis, clone 
LIVER2001608. /gb=AK091994 
/gi=21750487 /ug=Hs.380100 /len=1725 


AK091994 


Hs.380100 




10926 


0.047854 


EST(yp57a07.s1 Soares fetal liver spleen 
1NFLS cDNA clone IMAGE: 191 508 3' 
similar to arrX'5fi41 1 rnal Al fiOHOI 

DEHYDROGENASE CLASS II PI CHAIN) 


H37798 






10931 


0.047854 


MR2-CI01 86-291 100-01 0-a06 CI0186 
/gi=12147047 /ug=Hs.446594 /len=530 


BF8 14502 


Hs.446594 




10946 


0.013901 


of yeast long chain polyunsaturated fatty 
acid elongation enzyme 2 (HEL01), 
mRNA /cds=(345,1244) /gb=NM_021814 

/ni=91 ^filQO^ /im-Hc 9^017^ /Ion— ^011 
/y I— I OD I 57UO /uy— nb.ZOU \ f o /ien— OU I I 


NM_021814 


Hs.250175 


NP_068586 


10959 


0.030461 


7p65g03.x1 NCI_CGAP_Pr28 cDNA 

OIUIlG IIVInVjCODJUOD 1 O t lllrxINM 

sequence /clone=IMAGE:3650861 

/clone end=3* /gb=BF436898 

/gi=1 1449213 /ug=Hs.21 3352 /len=426 


BF436898 


Hs.213352 




10966 


0 024824 


mRNA- rDNIA DKF7n^RfiP179^ ffrnm 
clone DKFZp586C1723)/gb=AL050192 
/gi=4884408 /ug=Hs.80285 /len=1797 


ai nsmQ? 


nb.OuiOO 




10973 


\J,\J 1 f JU 


ii ^-HT0fiiQ-9Rnfinn-iQi-F0fi htoriq 
cDNA mRNA seauence /ab=BQ357271 
/gi=2 1022994 /ug=Hs.232093 /len=580 


Rm<v797i 

DUOJ /^l 1 


He 9^900^ 
noxOiUyO 




10991 


0.01738 


ribosomal protein L12 (RPL12), mRNA 

/cds=(89,586) /gb=NM_000976 

/gi=1 5431291 /ug=Hs.405042 /len=632 


NM_000976 


Hs.405042 


NP_000967 


11016 


0.014988 


mitochondrion, complete genome 


NC 001807 
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Genes Corresponding To Differentially Expressed Genes in Figure 15 - Hyperlipidemia 


C nn f 
0|J(JL 


P'VdlUC 




Accession No. 


1 Ininono 

Accession 
No. 


Prntoin 
r ruLciii 

Accession 
No. 


11021 


0.030461 


FLJ23302 fis, clone HEP11143 
/cds=UNKNOWN /gb=AK026955 


AK026955 


Hs. 367841 


NP 115652 


11035 


0.001592 


wa21h07.x1 NCI_CGAP_Kid11 cDNA 
clone IMAGE:2298781 3', mRNA 
sequence /clone=IMAGE:2298781 
/clone_end=3* /gb=AI651329 
/gi=4735308 /ug=Hs. 160289 /len=482 


AI651329 


Hs. 160289 






fl n^719Q 

\J.\JOI \ C.XJ 


L/ouytuj.yz r\eiuiai (Jiyiiicfii 

trpiU ltillUI 1 1UI UIU CUINrN ^UN-nOi ITIclliZcU, 

unamplified): cs cDNA clone cs69c03 5\ 
mRNA sequence /clone=cs69c03 
/clone_end=5 , /gb=CA395789 
/gi=24731580 /ug=Hs.446106 /len=585 




ns.*t*fo i uo 




11085 


0.01738 


EST(cDNA clone IMAGE:2126419 3* ) 


AI435109 






11094 


0.034784 


602969052F1 NIH_MGC_12 cDNA clone 
IMAGE:5108412 5', mRNA sequence 

/gb=BI260728 /gi=14819291 
/ug=Hs.201769 /len=667 


BI260728 


Hs.201769 




11097 


0.003808 


ESTs, cDNA, 3' end /clone=UI-E-EJ0-ahj- 
f-02-0-UI /clone end=3' /gb=BM674241 
/gi=1 89841 39 /ug=Hs.354662 /len=684 


BM674241 


Hs. 354662 




11099 


0.012481 


UI-H-DT1-avz-g-14-0-Ul.s1 
NCI_CGAP_DT1 cDNA clone 
IMAGE:5886373 3", mRNA sequence 
/clone=IMAGE:5886373/clone_end=3' 
/gD— duu i oooy /gi— i y / o i iid 
/ug=Hs.353471 /len=1192 


BQ015869 


Hs.353471 




11113 


0.047854 


wy94a10.x1 NCI_CGAP Brn23 cDNA 
clone IMAGE:2556186 3", mRNA 
sequence /clone=IMAGE:2556186 
/clone_end=3' /gb=AW073130 

lr\\=R(Y>H-\OH /iin-Mc ^7n^ftn /lon-57fi 


AW073130 


Hs. 370580 




11114 


0.030461 


UI-CF-FN0-aew-k-20-0-Ul.s1 UI-CF-FN0 
cDNA clone UI-CF-FN0-aew-k-20-0-UI 3', 
mRNA sequence /clone=UI-CF-FN0-aew- 
k-20-0-UI /clone_end=3' /gb=BU608201 
/gi=23274416 /ug=Hs.44404 /len=1 157 


BU608201 


Hs.44404 




11132 


0.039603 


UI-H-CO0-aqz-b-03-0-Ul.s1 
NCI_CGAP_Sub9 cDNA clone 
IMAGE:31 05700 3', mRNA sequence 
/clone=IMAGE:31 05700 /clone_end=3' 
/gb=BQ027621 /gi=1 9762900 
/ug=Hs.442094 /len=922 


BQ027621 


Hs.442094 
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yperlipidemia 


Spot 


p-value 


Description 


Gene 

Accession No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


1 1 149 


u.uu # ooo 


/gb=AK026100 /gi=1 0438841 

/nn=H<; ^44000 /lpn=1fi c iQ 
/uy — no.OHnuuu /icii - • luuc? 








11162 


0.04496 


cDNA FLJ33072 fis, clone 

TRACH2000243. /gb=AK057634 

/gi= 16553392 /ug=Hs.348724 /len=2552 


AK057634 


Hs.348724 




1 1 1 D / 




uuinm rLjo i udj fis, clone 
HSYRA2001105 


MIMJDOOZD 






11168 


0.047854 


hv66b12.x1 NCI_CGAP_Lu24 cDNA 

Hnno 7ft'W7 *V mPMA 

uiorie iivimoco I / ooO/ o, mr\rN/\ 
sequence /clone=IMAGE:31 78367 
/clone_end=3' /gb=BE220031 
/gi=8907349 /ug=Hs. 192491 /len=379 


BE220031 


Hs.1 92491 




11218 


0.047854 


chromosome 3q clone CTD-2650N22, 

WORklM^ nRAPT QPHI ipmpp ^ 

VVVJrvrxllMO Ur\/-\r l OCUUCINOC, O 

unordered pieces 


AC1 08668 






11234 


0.006254 


likely ortholog of mouse WD-40-repeat- 
containing protein with a SOCS box 2 

AA/^R9\ mRMA /rHc-^fifi 19ftH\ 
^VVODZ/, ITIrxINM /L-Ub— ^OO, IZOU^ 

/gb=NM_018639 /gi=20149658 
/ug=Hs. 1 36644 /len=2610 


NM_0 18639 


Hs. 136644 


NP_061109 


11266 


0.001304 


B-cell translocation gene 1, anti- 
proiiTeraiive i o i mikinim 
/cds=(309,824) /gb=NM_001731 
/gi=4502472 /ug=Hs.77054 /len=1783 


NM_001731 


Hs.77054 


NP_001722 


11318 


0.016966 


SAR1 protein (SAR1), mRNA 
/cas— ^ izo, j z i j /gD~i\ivi_uzui ou 
/gi=21361614/ug=Hs.1 10796 /len=3003 


NM_020150 


Hs. 11 0796 




11327 


0.003392 


low density lipoprotein receptor-related 
proiein iu ^Lr\r iu^, mKiNA 
/cds=(566,1261) /gb=NM_014045 
/gi=1 3027587 /ug=Hs.3804 /len=1833 


NM_014045 


Hs.3804 


NP_054764 


11333 


0.003392 


hypothetical protein FLJ13615 
(FLJ13615), mRNA/cds=(345,2069) 

/nh- MM 09^1 1 A /ni— 1 ^^7RRRft 

/go— r\iivi_uzo i i*f /gi— ioo/oooo 
/ug=Hs.288715/len=2719 


NM_025114 


Hs.288715 


NP_079390 


11368 


0.005746 


cofactor required for Sp1 transcriptional 
activation subunit fi 77kDa fHRSPfi^ 
mRNA /cds=(1 96,21 51) /gb=NM 004268 
/gi=1 0835074 /ug=Hs.22630 /len=2546 


NM_004268 


Hs.22630 


NP_004259 


11369 


0.001304 


clone IMAGE:5301545, mRNA 
/gb=BC041951 /gi=27469737 
/ug=Hs. 177781 /len=2155 


BC041951 


Hs. 177781 
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opoi 


p-vaiue 


uescnpiioii 


Gene 

Accession No. 


unigene 

Accession 

No. 


rrOIein 

Accession 
No. 


11382 


0.039603 


GTP cyclohydrolase 1 (dopa-responsive 
uybionia^ ^oun i ^, riirxiNM /cas— ^ i*fy t yu I ) 
/gb=NM_000161 /gi=4503948 
/ug=Hs.86724 /len=2921 


NM_000161 


Hs.86724 


NP_000152 


11391 


0.011929 


putative S1 RNA binding domain protein 

(rolU), mKINM /COS— { \Of ,OOZj 

/gb=NM 016505 /gi=21361575 
/ug=Hs.54971 /len=1602 


NM_016505 


Hs.54971 


NP_057589 


11457 


0.037129 


fucose-1 -phosphate guanylyltransferase 

(rrbl mKINA fCuS-\oo } \oZ£) 

/gb=NM_003838 /gi=4503776 
/ug=Hs.1 50926 /len=3144 


NM_003838 


Hs. 150926 


NP_003829 


I \Hf\J 


u.u i ooy^ 


nypoineticai protein ivioU40 z tuu 
(MGC45400), mRNA /cds=(245,598) 
/gb=NM_1 53333 /gi=23503246 
/ug=Hs.389734 /len=1290 


MM -IKQOOQ 
INlVl_n DOOOO 


II r» 0Q070/I 


MD CQQICvl 

Nr_byyib4 


1 1/177 


U.UUHOoO 


mr\iNM for rviMMUozo protein, complete 
cds /cds=(178,1407) /gb=AB014526 
/gi=3327065 /ug=Hs.178121 /len=6184 


ABU I40ZO 


He 1 7Q1 Oi 


IN r_UD / O / y 


i i*+yo 


u.u*f*tyo 


mRNA, complete cds /cds=(258,998) 
/gb=BC009313/gi=14424569 -,. 
/ug=Hs.37351 5 /len=2052 


Duuuyo i o 


us. iyo/uu 




11534 


0.006254 


EST(ow60e12.x1 

Soares_NSF_F8_9W_OT_PA_P_S1 
cione iiviAot. loo iz4d oj 


AI088021 




NP_060823 


11537 


0.007388 


UI-H-DF1-auf-c-04-0-Ul.s1 

lNul_0\jAr_lJrl CUNA Clone 

IMAGE:5868603 3', mRNA sequence 
/clone— iMAot.oooooUo /cione_ena— o 
/gb=BM992029/gi=1 971 1418 
/ug-ns.oooo^o /len-iuoz 


BM992029 


Hs.358825 




11546 


0.028474 


EST(PM3-NT001 1-1 20400-001 -b03 
NT0011) 


AW888715 






11551 


0.020091 


EST(EST64315 Jurkat T-cells VI 5' 
ribosomal protein S21) 


AA355853 




NP_1 14107 


I IOOh 


U.U IZOOO 


tonarz/nz.yi Morton retai uocniea 
clone IMAGE:2484646 5') 


AVVUzl /41 




lNr_Uo/4oo 


11569 


0.024824 


hypothetical protein DKFZp434K1421 

^ur\rt.r*TO*Tr\ ih^ I ) , 1 1 1 r\ wr\ 

/cds=(29,1705)/gb=NM 032141 
/gi=14149806 /ug=Hs.374609 /len=2547 


NM_032141 


Hs.374609 


NP_115517 


11589 


0.01738 


EST(yl75h05.s1 clone 43989 3' 
gb:M73548 ADENOMATOUS 
POLYPOSIS COLI PROTEIN) 


H05122 




NP_000029 
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C nn f 

opui 




riAQprintinn 


V3CIIC 

Accession No. 


Accession 
No. 


r 1 Ultrii I 

Accession 
No. 


11605 


0.026596 


hypothetical protein PRO1051 
(PRO1051), mRNA/cds=(756,1004) 
/ah=NM 018572 /ai=8Q?40n4 
/ug=Hs.326548/len=1393 


NM_018572 


Hs.326548 


NPJ361042 


11621 


0.039603 


ATPase, H transporting, lysosomal V0 
subunita isoform 1 (ATP6V0A1), mRNA 

/rdQ=MR8 /nh=MM HHR177 

/gi=19913417 /ug=Hs.267871 /len=4139 


NM_005177 


Hs.267871 


NP_005168 

• 


11638 


0.030461 


cDNA FLJ30301 fis, clone 
/gi=16549482 /ug=Hs.285728 /len=2186 


AK054863 


Hs.285728 




11652 


0.034784 


EST(nf43h10.s1 NCI_CGAP_Pr2 cDNA 
clone IMAGE:916579 similar to contains 
element MER22 repetitive element) 


AA573636 






11671 


0.047854 


UI-H-DP0-avb-p-04-0-Ul.s1 
HC.\ PfiAP F<i1 rDNA rlnnp 

IMAGE:5877363 3", mRNA sequence 
/clone=IMAGE:5877363/clone_end=3 , 
/gb=BQ020727 /gi=1 9756005 
/ug=Hs.446656 /len=1208 


BQ020727 


Hs.446656 




1 IOOO 




co i ^cione iivinoc. iz io*foo o similar to 
contains 








11701 


9.60E-04 


of yeast long chain polyunsaturated fatty 
acid elongation enzyme 2 (HEL01), 
mRNA /cds=(345,1244) /gb=NM_021814 

/ni— 91 ^ftlQn^ /iin— He 0^017^ /Ian— ^H1 1 

/gi— z loo iyuo /ug— ns.zou i io /ien— ou i i 


NM_021814 


Hs.250175 


NP_068586 


11702 


0.004838 


eukaryotic translation elongation factor 1 

olrtho 1 /PFP1A1\ mPMA /nrlc— 14*^1^ 
diprid I (LCr IM I ) } ITIr\IN/\ /CQS— {03, \HO I ) 

/gb=NM_001402 /gi=25453469 
/ug=Hs.422118/len=1837 


NM_001402 


Hs.422118 


NP_001393 


11747 




l\/c\/l nviHacD liiro 1 /I O Y I 1\ mPMA 

lysyi oxiuabe-iii\.e i ^lvjal i j, mr\iNM 
/cds=(306,2030)/gb=NM 005576 
/gi=5031882 /ug=Hs.65436 /len=2328 


mm nn^^7fi 

INIVI UUOO/ O 


ns.oo'foo 


IN r_UUOOO/ 


11755 


0.012883 


ketohexokinase (fructokinase) (KHK), 
transcript variant a, mRNA /cds=(9,905) 
/ab=NM 000221 /ai=4557692 
/ug=Hs.81454/len=1899 


NM_000221 


Hs.81454 


NP_006479 


11766 


0.013901 


AV701088 ADA cDNA clone ADAAGB09 
5', mRNA sequence /clone=ADAAGB09 
/clone_end=5' /gb=AV701088 
/gi=10717418 /ug=Hs.419141 /len=652 


AV701088 


Hs.419141 
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yt vaiuc 


npcrrintinn 


Accession No. 


1 Ininenp 

Accession 
No. 


Pmtpin 
nu ic hi 

Accession 
No. 


11770 


0.01738 


FLJ33160 fis, clone UTERU2000485 
/cds=UNKNOWN /ab=AK057722 
/gi=16553641 /ug=Hs.124733 /len=2328 


AK057722 


Hs. 124733 




11779 


0.021575 


chromosome 1 1 hypothetical protein 
ORF3 (LOC56851), mRNA /cds=(14,742) 

/nh=NM 090154 /ni=QQ10^45 

/ug=Hs.4245 /len=1072 


NM_020154 


Hs.4245 


NP_064539 


11803 


0.04496 


sema domain, immunoglobulin domain 
(Ig), short basic domain, secreted, 
(semaphorin) 3A (SEMA3A), mRNA 

/rrlc;=MR 9^1} /nh=NM OOfiOftO 
/iajo — \ i i i /yu inivi uuuvou 

/gi=5174672 /ug=Hs.2414 /len=2530 


NM_006080 


Hs.2414 


NP_006071 


11822 


0.005746 


protein phosphatase 2, regulatory subunit 
B (B56), gamma isoform (PPP2R5C), 
mRNA /cds=(89,1633) /gb=NM_002719 
/gi=4506022 /ug=Hs.171734 /len=4064 


NM_002719 


Hs. 171 734 


NP_848703 


11865 


0.023151 


protein phosphatase 3 (formerly 2B), 
catalytic subunit, alpha isoform 
(calcineurin A alpha) (PPP3CA), mRNA 

/rd*=(dC)7 1Q79^ /nh=NM 000Q44 

/gi=1 99231 30 /ug=Hs.272458 /len=4425 


NM_000944 


Hs.272458 


NP_000935 


11869 


0.042212 


cDNA FLJ30649 fis, clone 
/gi=16549888 /ug=Hs.167700 /len=3061 


AK055211 


Hs. 167700 




11887 


0.012883 


oral-facial-digital syndrome 1 (OFD1), 
mRNA /cds=(312,3350) /gb=NM_00361 1 
/yi— hqkjo i / o /uy— nb.o**oo /it?n-*oo io 


NM_003611 


Hs.6483 


NP_003602 


11904 


0.034784 


mitogen-activated protein kinase- 
activated protein kinase 3 (MAPKAPK3), 

mRMA /rrlcs=M1Q 1967^ /nh=MM 0046^5 

/gi=14589907 /ug=Hs.227789 /len=2509 


NM_004635 


Hs.227789 


NP_004626 


11911 


0.039405 


MSTP058 mRNA, complete cds 
/cds=(930 1688) /qb=AF1 16728 
/gi=27462073 /ug=Hs.434855 /len=2418 


AF1 16728 


Hs.434855 




11921 


0.00913 


hypothetical protein DKFZp762O076 
(DKFZp762O076), mRNA /cds=(77,850) 
/gb=NM_01 871 0 /gi=243081 64 
/ug=Hs.21621 /len=2266 


NM_018710 


Hs.21621 


NP_061180 
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p-value 
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Accession No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


11922 


0.047854 


Hypothetical protein MGC30022, cDNA 
FLJ 12832 fis, clone NT2RP2003137 

/CUS-UINfVlNV^VVIN /yD— Mr\UZZ0y4 

/gi=10434551 /ug=Hs.179852 /len=2540 


AK022894 


Hs. 179852 


NP_689490 


11944 


0.011037 


retinoic acid repressible protein (RARG- 
1), mRNA/cds=(33,806) 
/gb=NM_016167 /gi=1 5743546 
/ug-ns. iudo4d /ien— oyb 


NM_016167 i 


Hs. 106346 


NP_057251 


11952 


0.034784 


SWI/SNF related, matrix associated, 
actin dependent regulator of chromatin, 
subfamily a, member 5 (SMARCA5), 
ITIKInA /CaS-(4bo,ob21) /gD-NM_UUobU1 
/gi=21071057 /ug=Hs.9456 /len=3866 


NM_003601 


Hs.9456 


NP_003592 


i lyoD 


n n^o^^ 

U.UOZODO 


cuina rLjiiHoy Tis, Clone 
HEMBA1001299. /gb=AK021501 
/gi=10432697 /ug=Hs.287416 /len=1500 


A I/TIO A Cf\A 


HS.28741D 




11960 


0.039603 


TNF-induced protein (GG2-1), mRNA 
/cds=(1 98,770) /gb=NM_014350 

Ini — 7CC7iOO. Inn — Uo /lan-OnnQ 

/gi— /dd/ i^o /ug— ms.i /ooy /ien-zuuo 


NM_014350 


Hs. 17839 


NP_055165 


11963 


0.028474 


proline rich 2 (PROL2), mRNA 
/cds=(1 14,1097) /gb=NMJ306813 
/gi=5802981 /ug=Hs.75969 /len=2061 


NM_006813 


Hs.75969 


NP_006804 


A A QQn 




thyroglobulin gene, partial cds; and Src- 
like adapter protein gene, complete cds, 
complete sequence 


AF305872 






11983 


0.007323 


RAS-like, estrogen-regulated, growth- 
inniDitor (RfcRG), mRNA /CdS=(291 ,890) 
/gb=NM_032918 /gi=14249703 

Inn — Ulo 01CQ/1 /Inn-OO/l A 

/ug-ns.^i oy4 /len— 2z4U 


NM_032918 


Hs.21594 


NP_1 16307 


12017 


0.016146 


EST(EST382704 MAGE resequences, 
MAGK) 


AW970622 






12037 


0.026596 


EST(EST58819 Infant brain 3' contains 
Alu repeat) 


AA351153 






12062 


0.021575 


EST(wc78g04.x1 NCLCGAP_Pan1 
clone iiviAijt.z:o<i4r'yu o) 


AI701086 






12119 


0.021575 


UI-H-BI2-agk-c-06-0-Ul.s1 
NCLCGAP_Sub4 cDNA clone 

l ivlnOLx / ^.H*+57U O , lllr\lNr\ ocLjUcllOc; 

/clone=IMAGE:2724490/clone_end=3' 
/gb=AW291541 /gi=6698177 
/ug=Hs.446655 /len=783 


AW291541 


Hs.446655 




12153 


0.037129 


clone IMAGE:4824086, mRNA 
/gb=BC034996 /gi=23273314 
/ug=Hs.406327 /len=1818 


BC034996 


Hs.406327 
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p-vdiue 
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Gene 

Accession No. 


unigene 

Accession 

No. 


r rule in 

Accession 
No. 


12156 


0.042212 


hypothetical protein FLJ11 269 
(FLJ11269), mRNA/cds=( 197, 1228) 

/go— iNivi u loo/z /gi— oyzzyo i 

/ug=Hs.25245 /len=2115 


NM_018372 


Hs.25245 


NP_060842 


12182 


0.039603 


Williams-Beuren Syndrome critical region 
protein 20 copy B (WBSCR20B), mRNA 
/cds=(984,1448)/gb=NM 145645 
/gi=21717802 /ug=Hs.406306 /len=1634 


NM_1 45645 


Hs.406306 


NP_663620 


12197 


0.019682 


DKFZp586E2017_r1 586 (synonym: 
nuie i ) cuinm cione Di\rz.poootzu i / o , 
mRNA sequence 

/clone=DKFZp586E2017 /clone_end=5' 
/go— A\LU*foooo /gi— oyooz/o 
/ug=Hs.413463 /len=640 


AL046885 


Hs.413463 




12211 


0.04496 


EST(te41e06.x1 Soares_NhHMPu S1 
cDNA clone IMAGE:2089282 3') 


AI381664 






12246 


0.014988 


EST (yo20f05.r1 Soares adult brain 
5') 


H46503 






12247 


0.042212 


stress 70 protein chaperone, microsome- 
associated, 60kDa (STCH), mRNA 
/cds=(37,1452) /gb=NM_006948 
/gi=24431965 /ug=Hs.352341 /len=3998 


NM_006948 


Hs.352341 


NP_008879 


12251 


0.010203 


AGENCOURTJ 0616002 
NIH_MGC_141 cDNA clone 
iiviHoti.o f hh iyy o , nriKiNM sequence 
/clone=IMAGE:67441 99 /clone_end=5* 
/go— Duyoony4 /gi— zh iy^/oo 
/ug=Hs.422374 /len=939 


BU963194 


Hs.422374 




12271 


0.039603 


EST(ne86c04.s1 NCI_CGAP_Kid1 clone 
IMAGE:91 1142 contains L1.t1 L1 repeat) 


AA480776 






12273 


0.012481 


EST (RC4-MT0235-061200-01 1-e04 

IVI I UZOOj 


BF900451 






12291 


0.028474 


BX1 00756 Soares_NFL_T_GBC_S1 
cDNA clone IMAGp998G055863, mRNA 
sequence 

62012 /gb=BX1 00756 /gi=27844613 
/ug=Hs.213748 /len=474 


BX1 00756 


Hs.213748 




12300 


0.030461 


hypothetical protein MGC32104 
(MGC32104), mRNA /cds=(101, 1651) 
/gb=NM_1 44684 /gi=21 389584 
/ug=Hs. 147025 /len=4732 


NM_1 44684 


Hs. 147025 


NP_653285 
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Accession No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


12305 


0.012883 


AGENCOURT_6567049 NIHJV1GC 88 
cDNA clone IMAGB5739531 5\ mRNA 
sequence /clone=IMAGE:5739531 
/cione__eno— o /gu— divioo iz 10 
/gi=18806283 /ug=Hs.438146 /len=954 


BM561213 


Hs.438146 




A 004 A 


U.UoU4b1 


Uf\rz.roobnuz4 protein 
(DKFZP5661 1 024), mRNA /cds=(48,953) 
/gb=NM 015411 /gi=24308052 
/ug=Hs.279696 /len=2005 


kim n A CA A A 


Mr 07QCQC 

Hs.z/ybyb 


KID nccooc 
Nr_UObZZb 


12351 


0.005275 


ESTs, cDNA /gb=AW979086 
/gi-oi/UoM /ug— ns.oi44z / /ien— oou 


AW979086 


Hs.314427 




A OQCO 


U.U44yb 


1 II LI DIO ohm fiK fk 1 II r> i 

NCI_CGAP_Sub4 cDNA clone 
IMAGE:2727224 3', mRNA sequence 

/rlnnn- IM A f^C-070700v1 /^Inno or»^ — 

/cione— iwiAbt.z / z / ZZ4 /cione_ena— o 
/gb=AW293452 /gi=6700088 
/ug=Hs. 16228 /len=634 


AXA/OOO/I CO 

AWZyo4bz 


HS.lO^O 




1 0OCQ 
IZODo 


U.UZ40Z4 


to i ^cuinh cione iiviAoc.oo4oyzo o ) 


Dr40040 I 




ink uuo I uy 


12400 


0.028474 


cyclin 1 (CCNI), mRNA /cds=(545, 1678) 
/gb=NM_006835 /gi=17738314 

/ nn - L|o 7QQQQ /| an - i QQH 

/ug— ms. /yyoo /ien— loyu 


NM_006835 


Hs.79933 


NP_006826 


12403 


0.021575 


mRNA; cDNA DKFZp564D2071 (from 
clone DKFZp564D2071) /gb=AL1 10232 
/gi=5817171 /ug=Hs.279243 /len=1077 


AL1 10232 


Hs.279243 




•1 OA OO 


n no /i qoa 


COX /«Unrt CI 1 D IV /I A c oionco7 

bo 1 (Clone bUKUIMAob zlzUbo/ 
/cds=UNKNOWN /gb=AJ420510 
/gi-i /Uddo/4 /ug-Ms./ /oa /ien-4oUo 


A lynnc-in 
AJ4zU51U 


|_j _ 77rr\ 

nS.7759 


Nr_o/yobb 


12461 


0.008019 


ESTs, cDNA, 3' end 
/clone=IMAGE:21 19566 /clone_end=3' 

AIOQQC07 >IO>1070>1 

/gD-Aioyyoo^ /gi-4Z4z/Z4 
/ug=Hs.292543 /len=255 


AI399637 


Hs.292543 




A Oyl 7vl 


U.U49b94 


clone Krii-ooUni trom /pi4-io, 
complete sequence 


AOUOb 195 






A OvIQC 

1Z4ob 


U.U44yo 


«nMA ci io a r\A r\ fir* ^i^^^ 

cuna rLJo iU4u lis, clone 
HSYRA2000224. /gb=AK055602 
/gi=16550372 /ug=Hs.98314 /len=2467 


AKUobbUz 


Lie* QOOH >| 

HS.yoo14 




12493 


0.042212 


EST (SoaresJetaLheart_NbHH19W 
clone IMAGE: 1707091 3') 


Al 146302 






12501 


0.039603 


EST(cDNA clone IMAGE:4693130 5' ) 


BG539987 




NP 005397 




U.UOS7 i w 


CO I \OUIN/-\ UIUIIC IIVl/AOC.*+f £.H\J 1 £. O . ) 








12517 


0.007388 


UI-H-DP0-avt-a-17-0-Ul.s1 
NCI_CGAP_Fs1 cDNA clone 
IMAGE: 5883928 3', mRNA sequence 
/clone=IMAGE:5883928/clone_end=3' 
/gb=BQ000272 /gi=1 97251 72 
/ug=Hs.371473 /len=1051 


BQ000272 


Hs.371473 
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opOl 


p-vaiue 


Description 


Gene 

Accession imo. 


umyene 

Accession 

No. 


r rote in 
Accession 
No. i 


i £.0 iy 


U.Uh / OOh 


CO 1 ^OUIN/A UlUIIC IIVI/AvjC 1 DO / f If O 
Similar lU oUiUallio MIU icpcllUVc 

element;contains L1.t1 L1 repetitive 
element ;) 








12577 


0.047854 


No significant match, No orf 


SEQ.ID.No.3 






12593 


0.030134 


No significant match, 

UKr+z( f \ ~4Uyj,+ ipzi~oo4; 


Qcn in K\r\ OA 

otLJ.IU.IN0.y4 






12630 


0.003392 


No significant match 


SEQ.ID.N0.100 






12658 


0.039603 


guanine nucleotide binding protein (G 
protein), alpha inhibiting activity 
polypeptide 2 (GNAI2), mRNA 
/cds=(124,1191) /gb=NM_002070 

/ni— ARC\Af\Af\ l\ in— He 770RQ /lon-1 7HO 

/gi— 4ou4U4u /ug— ns. / / zoy /ien— i / u/ 


NM_002070 


Hs.77269 


NP_002061 


12679 


0.004059 


BX092629 Soares fetal liver spleen 
irNrLo curMM cione IIVl/AopyyorUOoyo , 
IMAGE:205685, mRNA sequence 

/Hnno-IMAf^nGQftPfiMQft • IMA^F-OH*; 

/cione— iiviMopyyor uooyo , mvimvjc.zuo 
685 /gb=BX092629 /gi=27822922 
/ug=Hs.303022 /len=735 


BX092629 


Hs.303022 




12719 


0.006254 


EST (xg72d04.x1 NCI_CGAP_Ut4 cDNA 
clone IMAGE:2633863 3") 


AW167199 






12740 


0.04496 


EST(602153645F1 NIH_MGC_83 clone 
iMAot.4zy4/oy o) 


BF679004 






12763 


0.047854 


UI-H-FG0-bct-g-21-0-Ul.s1 

INUI_UUAr_Jzl\n_Z CUINA Clone Ul-n- 

FG0-bct-g-21-0-UI 3', mRNA sequence 

/clone=UI-H-FG0-bct-g-21-0-UI 

/clone_end=3' /gb=BU627064 

/gi— zo^^o^/o /ug— ns.ooyyy /ien-iu/o 


BU627064 


Hs.85999 




12803 


0.047854 


EST (UI-R-A1-dy-b-07-0-Ul.s1 UI-R-A1 
cDNA clone UI-R-A1-dy-b-07-0-UI 3') 


AA924425 






12833 


0.009424 


cDNA FLJ30547 fis, clone 
BRAWH2001439. /gb=AK055109 
/gi=1 6549767 /ug=Hs.351021 /len=1830 


AK055109 


Hs.351021 




12835 


0.030461 


AGENCOURT_8856629 
Lupski_sciatic_nerve cDNA clone 
IMAGE:6200636 5', mRNA sequence 
/clone=IMAGE:6200636/clone_end=5 , 

/nh— ROQ/1717Q /ni— 00 / 3A0Ac;7 

/gD— DKjvHi i /y /gi— zzoozoo/ 
/ug=Hs.356605 /len=1277 


BQ947179 


Hs.356605 


• 


12843 


0.028474 


cDNA clone IMAGE:123789 3' similar to 

pnntainc Alii ronotitiv/o olomont'rnntainc 

THR repetitive element ; Soares fetal 
liver spleen 1NFLS 


R01434 






12848 


0.019682 


cDNA: FLJ23165 fis, clone LNG09846. 
/gb=AK026818 /gi=10439763 
/ug=Hs.279898 /len=2117 


AK026818 


Hs.279898 
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12 ODD 


0.0304bl 


clone iiviAot.ooozyf /, nriKNA, partial 
cds /cds=(1 ,683) /gb=BC020516 
/gi=18088177 /ug=Hs.350268 /len=3562 


DUU2Ub1b 


HS.obU2bo 




12884 


0.005275 


clone IMAGE:3454421, mRNA 
/gD-DO01Ubo4 /gi-14/14/ 12. 
/ug=Hs.318887 /len=1507 


BC0 10534 


Hs.318887 




12898 


0.032563 


603395193F1 NIH_MGC_90 cDNA clone 
IMAGE.5405278 5 , mRNA sequence 
/clone=IMAGE:5405278/clone_end=5' 
/gb=BI871283 /gi=16044958 
/ug=Hs.443147 /len=845 


BI871283 


Hs.443147 




12909 


0.026596 


cDNA FLJ38472 fis, clone 
FEBRA2022148. /gb=AK095791 
/gi-21755125 /ug-nS. 50150 /len-2454 


AK095791 


Hs.50150 




12951 


0.037129 


UI-1-BB1p-auc-h-10-0-Ul.s1 
NCI_CGAP_PI6 cDNA clone UI-1-BB1p- 
auc-h-10-0-UI 3', mRNA sequence 
/clone=UI-1-BB1p-auc-h-10-0-UI 
/clone_end=3' /gb=BQ025322 
/gi-iy/buoui /ug-ns.oybibi /ien-y2i 


BQ025322 


Hs.396161 




12962 


0.032261 


UI-H-FH0-bco-e-02-0-Ul.s1 
NCI_CGAP_FH0 cDNA clone UI-H-FH0- 
bco-e-02-0-UI 3', mRNA sequence 
/clone=UI-H-FH0-bco-e-02-0-UI 
/clone_end=3' /gb=CA420130 
/gi=24782785 /ug=Hs.365560 /len=716 


CA420130 


Hs.365560 


-■■ 


12970 


0.030461 


EST(yy21h08.s1 Soares melanocyte 
2NbHM H.sapiens cDNA clone 
IMAGE:271935 3") 


N35259 




NP_079229 


12977 


0.004433 


ESTs, cDNA, 5' end 
/clone=IMAGE. 43891 32 /clone_end=5 
/gb=BG02781 3 /gi=1 2416651 
/ug=Hs.344521 /len=1068 


BG027813 


Hs.344521 




12980 


0.030461 


FLJ30434 fis, clone BRACE2009016 

/CdS-UNKNOWN /gb=AK054996 

/gi=1 6549636 /ug=Hs.367901 /len=2738 


AK054996 


Hs.367901 




12985 


0.030461 


EST380762 MAGE resequences, MAGJ 
cDNA, mRNA sequence /gb=AW968686 
/gi=81 58527 /ug=Hs.445373 /len=699 


AW968686 


Hs.445373 




13073 


0.007672 


UI-H-BI4-aqa-c-02-0-Ul.s1 
NCI_CGAP_Sub8 cDNA clone 
IMAGE:3089258 3', mRNA sequence 
/clone=IMAGE: 3089258 /clone end=3' 
/gb=BF508251 /gi=1 1591 549 
/ug=Hs. 197875 /len=1237 


BF508251 


Hs. 197875 
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Accession 

No. 


13110 


0.021575 


hypothetical protein P1 p373c6 
(P1P373C6), mRNA/cds=(254,1891) 

/ g u— in i vi u i y i 1 u /g i— 1 1 1 oozo*+ 

/ug=Hs.44720 /len=2316 


NM_019110 


Hs.44720 


NP_061983 


13112 


0.026596 


glutathione S-transferase M4 (GSTM4), 
transcript variant 1 , mRNA 
/cds=(31 0,966) /gb=NM_000850 
/gi=23065554 /ug=Hs.348387 /len=1436 


NM_000850 


Hs.348387 


NP_671490 


13113 


0.018694 


aldehyde dehydrogenase 2 family 
(mitochondrial) (ALDH2), nuclear gene 
encoding mitochondrial protein, mRNA 
/cas-(44z,iyyo) /gD-NM_uuuoyu 
/gi=25777731 /ug=Hs. 195432 /len=2445 


NM_000690 


Hs. 195432 


NP_000681 


13114 


0.024824 


eukaryotic translation initiation factor 2C, 
I ^tirzo I j, mr\rMM /cas— (Z \H,Zfof ) 
/gb=NM_012199 /gi=6912351 
/ug=Hs. 14520 /len=7478 


NM_012199 


Hs. 14520 


NP_036331 


13134 


0.021575 


sine oculis homeobox 2 (Drosophila) 
(SIX2), mRNA/cds=(283,1158) 
/gu— iNivi_u loyoz /gi— z 10 140/0 
/ug=Hs.101937/len=2141 


NM_0 16932 


Hs. 101 937 


NP_058628 


13140 


0.016146 


epithelial V-like antigen 1 (EVA1), 
transcript variant 1 , mRNA 
/cds=(142,789) /gb=NM_005797 
/gi=21536270 /ug=Hs.1 16651 /len=2634 


NM_005797 


Hs. 116651 


NP_658911 


13146 


8.65E-04 


UI-H-DH0-aul-p-19-0-Ul.s1 
NCI_CGAP_DH0 cDNA clone 
IMAGE:5871234 3', mRNA sequence 
/clone- iiviAob.oo/ izo4 /cione_end-o 
/gb=BM994422/gi=19719323 
/ug=Hs.289721 /len=2081 


BM994422 


Hs.289721 




13175 


0.011929 


chromosome 1 open reading frame 9 
(oiorry), mKiNA/cos-(izo,4o4z) 
/gb=NM 016227 /gi=7705321 
/ug=Hs. 108636 /len=5919 


NM_0 16227 


Hs. 108636 


NP_057311 


13183 


0.00213 


translocation related non-coding gene 
( i iNKoiU; mKNA, complete sequence 
/gb=AF044579 /gi=3095103 
/ug=Hs.375632 /len=2726 


AF044579 


Hs. 375632 




1 O 1 5vJ 




( iy puu iciiucii piuiciri noro^ iu 
(HSPC210), mRNA /cds=(1 38,605) 
/gb=NM_016472 /gi=24475986 
/ug=Hs.4104/len=1152 


MM nifiil79 
IN IVI — \J I D*f / Z 


He A1C\A 


IN r^UO / ODD 


13199 


0.008697 


HSKM-B protein (HSKM-B), mRNA 
/cds=(23,1324) /gb=NM_020197 
/gi=9910273 /ug=Hs.66170 /len=1694 


NM_020197 


Hs.66170 


NP_064582 
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p-vaiue 


uescnpiion 


V7t? lie? 

Accession No. 


1 Inin&na 

\j nigene 

Accession 

No. 


rroiein 

Accession 

No. 


13202 


0.047854 


hypothetical protein FLJ12806 
(FLJ12806), mRNA/cds=(158.1078) 
/gb=NM_022831 /gi=12383075 

/nn— Mc 1fi7£^7 /Ion— 94ft^ 

/ug— ns. iu/oo/ /ien— z*foo 


NM_022831 


Hs. 107637 


NP_073742 


13209 


0.042059 


zd62d11.s1 

Soares_fetal_heart_NbHH19W cDNA 
clone IMAGE:345237 3', mRNA 
sequence /clone=IMAGE:345237 
/clone_end=3' /gb=W72877 /gi=1 383090 
/ug— ns.oouy / 1 /ien-ooo 


W72877 


Hs.380971 




13235 


0.026219 


Myosin IB, FLJ20153 fis, clone 
COL08656, highly similar to AJ001381 
tiomo sapiens incomplete cuina ror a 
mutated allele /cds=UNKNOWN 
/gb=AK000160 /gi=7020066 
/ug=Hs.121576/len=4295 


AK000160 


Hs.121576 




I OZ*+ / 


H 0/1991 9 


pnospnosenne pnospnaiase (rorn), 
mRNA/cds=(20,697) /gb=NM_004577 
/gi=21614545 /ug=Hs.56407 /len=1432 


MM C\HAR77 


|_Jc RAAf\7 
nS.004U/ 


INr__UU4000 


13254 


0.047854 


FLJ14397 (FLJ14397), mRNA 

/cds=(14,51 1 ) /gb=NM_032779 

/gi— i4Z4y4o/ /ug— ns.z /uyo i /ien— lo/y 


NM_032779 


Hs.270981 


NP_1 16168 


13274 


0.012883 


TAF7 RNA polymerase II, TATA box 
binding protein (TBP)-associated factor, 

eel/no /TAC7N mPMA /^Hc- (~7AA 17QH\ 

ooKua ^ i Mr / ), mKiNA /cas— (/4i ,1 /yu; 
/gb=NM_005642 /gi=14717406 
/ug=Hs.155188 /len=2310 


NM_005642 


Hs. 1551 88 


NP_005633 




U.Uo/ izy 


*HMA CI M107Q fit. s%ii^(-tj-v 

cuna rLJi lo/y ns, clone 

HEMBA1000469. /gb=AK021441 

/gi=1 0432627 /ug=Hs.200113 /len=1672 


A l/TVO «1 A A A 

Ar\U2i441 


nS.2001 1o 




13315 


0.034784 


partial RANBP7 gene for 
RanBP7/importin7 and partial ZNF143 
gene 


AJ295844 






I JOZU 


U.UoyOUo 


r nMA PI I9^R7Q fic rlnno 1 M^n74^ 

cuinm rLJZoo/y ns, cione lino 10/40. 
/gb=AK074459 /gi=1 8677071 
/ug=Hs.352648 /len=1514 


AI\U / 440y 


nS.O0ZO4O 




13357 


0.026596 


mRNA; cDNA DKFZp451B1418 (from 

Hnn<=> nKF7n4 e >1R141ftt /nh=AI ft^9fi9? 
/gi=21733197 /ug=Hs.446489 /len=5612 


AL832622 


Hs.446489 




13363 


0.007388 


vacuolar protein sorting 4B (yeast) 
(VPS4B), mRNA /cds=(202, 1536) 
/gb=NM 004869 /gi=1 7865801 
/ug=Hs. 126550 /len=3337 


NM_004869 


Hs. 126550 


NP_004860 
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opoi 




nocrrintinn 


a n a 

uene 

Accession No. 


unigene 

Accession 

No. 


rroiein 

Accession 

No. 


13366 


0.037129 


hypothetical protein DKFZp434l1916 
(DKFZp434l1916), mRNA 

/rHc— IAAA Rft'W /nh-MM Ci'XOOAK 

/gi=14149959 /ug=Hs.334641 /len=800 


NM_032245 


Hs.334641 


NP_1 15621 


13383 


0.018694 


cytochrome c oxidase subunit Vlb 
(COX6B), nuclear gene encoding 
mitochondrial protein, mRNA 

/CQ5— [ XOO^/.O) /gD— rviivi_uuioDo 

/gi— i /yyyoou /ug— ns.4o looo /ien— o/o 


NM_001863 


Hs.431668 


NP_001854 


13437 


0.002882 


nucleolar protein family 6 (RNA- 
associated) (NOL6), transcript variant 
aipna, rnruNM /cos— i ,oou I ) 
/gb=NM_022917 /gi=22212928 
/ug=Hs. 183253 /len=4854 


NM_022917 


Hs. 183253 


NP_631981 


13443 


0.028474 


unknown protein 


AAA88036 








U.UUDOO 


co 1 ^yxy/uuo.s i ouares melanocyte 
2NbHM clone IMAGE:269679 3' contains 
Alu and MER22 repeat) 


IN^OOOO 






13471 


0.037129 


PHD zinc finger protein XAP135 
(XAP135), transcript variant 2, mRNA 

/COS— lH**Oj /gD— INIvl 1 oOOZO 

/gi=1 9747275 /ug=Hs.7759 /len=1583 


NM_1 33325 


Hs.7759 


NP_579866 


13557 


0.001442 


UI-E-DW0-agh-g-03-0-Ul.s2UI-E-DW0 
cDNA clone UI-E-DW0-agh-g-03-0-UI 3', 
mRNA sequence /clone=UI-E-DW0-agh- 
g-uo-u-ui /cione_ena-o /gD— dum/liio 
/gi=23672027 /ug=Hs.444375 /len=757 


BU737016 


Hs.444375 




13570 


0.002382 


601445486F1 NIH_MGC_65 cDNA clone 
IMAGE:3849740 5', mRNA sequence 
/cione- iiviAt3 1 . oo4y / 4U /cione_eno-o 
/gb=BE868854/gi=10317630 
/ug=Hs.314370 /len=754 


BE868854 


Hs.314370 




13584 


0.042212 


PTK7 protein tyrosine kinase 7 (PTK7), 
transcnpt variant r i , hikna 
/cds=(1 99,341 1) /gb=NM_002821 
/gi=27886610 /ug=Hs.90572 /len=4249 


NM_002821 


Hs.90572 


NP_690622 


13595 


0.014988 


zinc finger protein 274 (ZNF274), 
transcript vanani z.iNrz/4c, mrcrMA 
/cds=(460,2421) /gb=NM_133502 
/gi=1 9743800 /ug=Hs.83761 /len=2839 


NM_1 33502 


Hs.83761 


NP_598009 


13600 


0.001179 


Cdc42 guanine nucleotide exchange 
fartnr ^fiFF^ Q fARHftFFCh mRNA 
/cds=(802,2352) /gb=NM_015185 
/gi=76621 07 /ug=Hs.54697 /len=541 3 


NM_015185 


Hs.54697 


NP_056000 


13603 


0.005275 


hypothetical protein HSPC219 
(HSPC219), mRNA/cds=(78,1403) 
/gb=NM_016481 /gi=13123781 
/ug=Hs.9196 /len=1664 


NM_016481 


Hs.9196 


NP_057565 
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Spot 


p-value 


Description 


Gene 

Accession No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


I ODUO 


\j.\jof izy 


pnobpriuriDosyiarninoirTiiQazoie 
carboxylase, 

phosphoribosylaminoimidazole 
succinocarboxamide synthetase (PAICS), 

mKINA /CuS-(zUo,14oo) /gD-NM_UUo4t>Z 

/gi=1 7388802 /ug=Hs. 117950 /len=3322 


|\IM_UU040i£ 


ns.i i /you 


INr_UUo44o 


13612 


0.039603 


poly(rC) binding protein 2 (PCBP2), 
iranscnpt variant i , itikina 
/cds=(89,1 189) /gb=NM_005016 
/gi=14141 167 /ug=Hs.63525 /len=1362 


NM_005016 


Hs.63525 


NP_1 14366 


13640 


0.023151 


FLJ20259 (FLJ20259), mRNA 
/cds=(24,1274) /gb=NM_01 7730 
/gi=8923233 /ug=Hs.9956 /len=2022 

I— IMDnU9\ 


NM_017730 


Hs.9956 


NP_598328 


13644 


0.04496 


AGENCOURT_6497573 NIH_MGCJ25 
cDNA clone IMAGE:5588748 5\ mRNA 
sequence /clone=IMAGE:5588748 

/oione enu— o /go— Divio*Kryo4 

/gi=1 8776658 /ug=Hs.406354 /len=1 184 


BM544964 


Hs.406354 




13655 


0.039405 


vacuolar protein sorting 29 (yeast) 
(VPS29) transcript variant 2, mRNA 
/cas— (01 ,ozi ) /go— inm_uo/ lou 
/gi=1 740291 1 /ug=Hs.691 92 /len=1 1 07 


NM_057180 


Hs.69192 


NP_476528 


13658 


0.012883 


cyclin-dependent kinase inhibitor 1B 
(pz/, r\ipi) (UUJvini b), mKNA 
/cds=(466,1062) /gb=NM_004064 
/gi=1 7978497 /ug=Hs.238990 /len=2422 


NM_004064 


Hs.238990 


NP_004055 


i oooy 


U.Uuoo 


nypotneticai protein (norouio), mKNA 
/cds=(39,233) /gb=NM_015933 
/gi=7705430 /ug=Hs.397853 /len=384 


NM_U 15933 


HS.397853 


NP_057017 


13702 


0.047854 


mRNA for KIAA0551 protein, partial cds. 
/cds=(1 92,4349) /gb=AB01 1 123 
/gi-zuoziuoz /ug— ns.i /UzU4 /len-ofZ/ 


AB011123 


Hs. 170204 




13713 


0.028474 


heterogeneous nuclear ribonucleoprotein 

HZ (n ; (nlNKrnz), mKNA 
/cds=(79,1428) /gb=NM_01 9597 
/gi=14141 155 /ug=Hs.278857 /len=2220 


NM_019597 


Hs.278857 


NP_062543 


13736 


0 042212 


hvnnthptiral nrotpin DH^O fnr^n\ 
mRNA/cds=(37,366) /gb=NM_031210 
/gi=24475712 /ug=Hs.324521 /len=442 


mm mi9m 




MP 119487 


13748 


0.023151 


Similar to likely ortholog of yeast ARV1 , 
clone IMAGE:41 06796, mRNA 
/gb=BC018945/gi=1 751 1970 
/ug=Hs.290444 /len=3219 


BC018945 


Hs.290444 
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opoi 


p-vaiue 


nocr rir\t io n 
UcoLI ipllUII 


Accession No. 


unigene 

Accession 

No. 


rroiem 

Accession 

No. 


I Of OO 


U.UZtOZ** 


nronrsiinmpH poll Hooth 7 ^Prif x r^7\ 

mRNA/cds=(56,1513)/gb=NM 005707 
/gi=22027540 /ug=Hs. 143253 /len=2866 


MM nn^7n7 


ns. i4ozoo 


iNr_uuooyo 


13794 


0.013901 


myosin VI (MY06), mRNA 
/cds=(140,3997) /gb=NM_004999 
/gi=4826845 /ug=Hs.1 18483 /len=5212 


NM_004999 


Hs. 118483 


NP_004990 


13805 


0.036892 


mRNA for KIAA1969 

proiein/cas— uiNr\i>iuvviN /go— Abu/ oo4y 

/gi=18916832 /ug=Hs.373495/len=3146 


AB075849 


Hs.373495 




13806 


0.005942 


short form transcription factor C-MAF(c- 
maf) mRNA, complete cds 
/cas— vou/, lyzoj 
/gb=AF055376/gi=3335147 
/ug=Hs.30250 /len=4246 


AF055376 


Hs.30250 


NP_005351 


I OOJJ 


n m 1Q9Q 


odipdbLdiiri ^L/Mo i ), iranscnpi variant z, 
mRNA /cds=(1 55,221 5) /gb=NM 173060 
/gi=27765084 /ug=Hs.359682 /len=4296 


IN IVI I / OUOU 


ns.ooyDoz 


MD 77«;nQ^ 


13888 


0.001935 


EST(wb25b05.x1 NCI_CGAP_GC6 clone 
IMAGE:2306673 3' contains Alu repeat) 


AI650654 






13909 


0.039603 


EST(oh94d07.s1 NCI_CGAP_HN4 clone 
\N\/\\Dn..\H( 4ooy o contains li.di li 
repeat) 


AA857009 






13926 


0.034784 


wo08t>04.x1 NCI_CGAP_Pan1 cDNA 
cione iiviAijt.Z4o4/Uo o , itikina 
sequence /clone=IMAGE:2454703 
/clone_end=3' /gb=AI927713 
/gi=5663677 /ug=Hs. 137546 /len=509 


AI927713 


Hs. 137546 




i oyoo 


U.UZ40Z4 


to 1 (qX14CUZ.X1 NL/l_UoAr_Lym 1Z 

clone IMAGE:2001314 3* contains Alu 
and MER4 repeat) 


AlOOO/IZ 








u.uzooyo 


unaj ^nsp4U; suDiamiiy memuer4 
(DNAJB4), mRNA /cds=(160, 1173) 
/go— iniivmju/ uo4 /gi— Z44oiyoy 
/ug=Hs.41693 /len=2250 


mi\/i no7nQ/t 
NM_UU / Uo4 


nS.41oyo 


Nr_UUoybO 


13946 


0.016146 


cDNA FLJ13536fis, clone 
PLACE1 006521. /gb=AK023598 
/gi=1 0435577 /ug=Hs.1 1493 /len=2132 


AK023598 


Hs.11493 




I oyo4 


u.u loyoo 


to 1 nW4oeUo.Sl INOI UbAr tWl 

IMAGE: 1249862 


AA/ oUooy 






13957 




pphinnHprm mif*mtnhiilo aQQnf*iatoH 

CUI 111 lUUCI 1 1 1 IIIIUIULUUUIC dOoUOIdlCU 

protein like 4 (EML4), mRNA 
/cds=(237,3182) /gb=NM_019063 
/gi=19923496 /ug=Hs.333555 /len=5539 




nb.ooojjo 


MP DfilCHfi 


13985 


0.042212 


EST (Wd75h02.x1 NCI_CGAP_Lu24 
cDNA clone IMAGE:2337459 3') 


AI914259 
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Spot 


p-value 


Description 


Gene 

Accession No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


14015 


0.021575 


EST(AV71 3804 DCB cDNA clone 

UL/DMAMUD O ) 


AV713804 




NP_004853 


14022 


0.042212 


cDNA: FLJ20973 fis, clone ADSU01 580, 
highly similar to HS222E13A Isoform 1 of 
a novel mrciNA irom cnromosorne 
/gb=AK024626 /gi= 10436944 
/ug=Hs.334836 /len=3387 


AK024626 


Hs.334836 


NP_835237 


14025 


0.042212 


ESTzu07e12.r1 Soares_testis_NHT 
cuna clone iMAbcJolioz o similar to 
contains L1.t3 L1 repetitive element ; 


AA421543 






14033 


0.023151 


EST yt98a02.M 

Soares_pineaLgland_N3HPG cDNA 
cione iMAot.zozzyo o 


H96454 






14051 


0.032563 


EST(yh44h12.r1 Soares placenta Nb2HP 
cDNA clone IMAGE:132647 5') 


R26018 






14102 


0.021575 


ribosomal protein L13a (RPL13A), mRNA 
/cds=(23,634) /gb=NM 012423 
/gi=14591905 /ug=Hs.389335 /len=1142 


NM_012423 


Hs.389335 


NP_036555 


14133 


0.047854 


ox08a07.x1 

ooares_TetaMiver_spieen_i in r i_o o i 
cDNA clone I MAGE: 1 655700 3', mRNA 
sequence /clone=IMAGE:1655700 
/clone_end=3' /gb=AI023766 
/gi=3238810 /ug=Hs.434976 /len=432 


AI023766 


Hs.434976 




14170 


0.028474 


EST (nf20b09.s1 NCI_CGAP_Pr1 cDNA 
clone iMAtjb.y i4zy / ) 


AA572847 






14180 


5.63E-04 


UI-E-EJO-ahh-k-20-O-UI.M UI-E-EJ0 
cDNA clone UI-E-EJO-ahh-k-20-0-UI 5', 
mRNA sequence /clone=UI-E-EJ0-ahfvk- 
zo-o-ui /cione_end-o /gb-Dlvl / 12540 
/gi=1 9025798 /ug=Hs.355827 /len=1172 


BM712540 


Hs.355827 




14196 


0.003392 


EST(yq06d08.s1 Soares fetal liver spleen 

1NFI ^ rDNA rlnnp IMAftF-IQfilA'} T 

similar to contains Alu repetitive element) 


R91930 






14217 


0.047805 


similar to CG3714 gene product 
(PP3856), mRNA /cds=(697, 1098) 
/gb=NM_1 45201 /gi=24475828 
/ug=Hs.333388 /len=1198 


NM_145201 


Hs.333388 


NP_660202 
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yperlipidemia 


Spot 


p-value 


Description 


Gene 

Accession No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


14231 


0.007388 


wg85c11.x1 

Q«« rQe MCC PQ Q\A/ DA D Q1 

cDNA clone IMAGE:2371892 3' similar to 
contains Alu repetitive element;, mRNA 
sequence /cione-iiviAot.zo/ioyz 
/clone_end=3' /gb=AI743032 
/gi=51 11320 /ug=Hs.310364 /len=562 


Al 743032 


Hs.310364 




14246 


0.047854 


mRNA; cDNA DKFZp564C2063 (from 
clone DKFZp564C2063) /gb=AL1 17595 
/gi=5912159 /ug=Hs.4055 /len=1444 


AL1 17595 


Hs.4055 




i4zoy 


U-UoybUo 


Soares_fetal_heart NbHH19W cDNA 
clone IMAGp998M11793, mRNA 
sequence 

/clone=IMAGp998M1 1 793_;_IMAGE:346 
930 /gb=BX1 09840 /gi=27877881 
/ug=Hs.269512/len=749 


DA 109840 


HS.269512 




I4ZOO 


U.UUy4Z4 


LO I , CUINM /Clone— IIVI/Mjt. IZOODoD 

/gb=AA729300 /gi=2750659 
/ug=Hs.325555 /len=173 


/v\/ zyouu 






14zo4 


U.UZ40Z4 


nypotneticai protein rLJzo/tj i 

(rLJzo/01;, mKiNA/CuS-(lZl,10bo) ' 
/gb=NM_1 52282 /gi=22748648 
/ug=Hs. 37443 /len=2994 




HS.o/44o 


Kin conxnc 

NH_b8a4yo 


14332 


0.023151 


EST(cDNA clone IMAGE: 1860591 3' 
similar to contains MER30.b2 MER30 
repetitive element ; ) 


Al 199593 






14362 


0.042212 


EST(cDNA clone IMAGE:2446750 3' ) 


AI891033 




NP_079440 


14377 


0.021575 


601864909F1 NIH MGC 57 cDNA clone 
IMAGE:4082978 5", mRNA sequence 
/clone=IMAGE:4082978/clone_end=5* 
/gb=BF24541 3 /gi=1 1 1 59346 
/ug-ns.ozoii / /len— o/o 


BF245413 


Hs.323117 




14390 


0.023151 


BX097880 NCI_CGAP_Thy1 cDNA clone 
IMAGp998F242841, mRNA sequence 
/clone=IMAGp998F242841 ; IMAGE:11 
33207 /gb=BX097880 /gi=27829041 
/ug-ris.zuoyo i /ien-oo4 


BX097880 


Hs.208961 




I * t* t VJ 1 


\J.\J 1 / oo 


Hf9RaH9 \A/i IV/lnrtnn Pot-ol fnr^hloo nHKIA 

ui^oduz.w 1 iviurion reidi L/Uonicd cuinm 
clone IMAGE:2484387 3', mRNA 
sequence /clone=IMAGE:2484387 
/clone_end=3' /gb=BI492702 
/gi=1 5332046 /ug=Hs.345492 /len=678 


RIAQ9709 


ns.o404yz 




14407 


0.028474 


EST(HNC (Human Normal Cartilage) 
Homo sapiens cDNA ) 


BG928856 




NP_598014 
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uescn pnon 


Gene 

Accession No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


14439 


0.012481 


cDNA FLJ13571 fis, clone 

PLACE1 008405. /gb=AK023633 

/gi=1 0435617 /ug=Hs.1 16278 /len=2484 


AK023633 


Hs. 116278 




14474 


0.044857 


EST(cDNA clone IMAGE:4850459 3' ) 


BG745876 






A A A a A 

I44y4 


u.uuy4Z4 


ino signiiicani matcn 


OCA | Pk Mo ~7Ci 

otU.IU.NO. /U 






14497 


0.011929 


serine (or cysteine) proteinase inhibitor, 
clade A (alpha-1 antiproteinase, 
antitrypsin;, memDer i (obKriNAi), 
mRNA /cds=(233,1489) /gb=NM_000295 
/gi=21361197 /ug=Hs.297681 /len=1584 


NM_000295 


Hs.297681 


NP_000286 i 




U.U4^1*£ 


to i (aj44aui.s i ooares testis nh i clone 
1393153 3' contains Alu and KER repeat) 


AA813111 




NP_057336 


14527 


0.014988 


URB mRNA, complete cds 
/cas— p4o,zyyo; /go— Arouoo iy 
/gi=21 039408 /ug=Hs.356289 /len=3320 


AF506819 


Hs.356289 




14543 


0.039405 


low density lipoprotein receptor-related 
protein 6 (LRP6), mRNA/cds=(78,4919) 
/gb=NM_002336 /gi=4505016 
/ug-ns.zoo/^ /ien-t>oUl 


NM_002336 


Hs.23672 


NP_002327 


14546 


0.005275 


EST(601819273F1 NIH_MGC 58 cDNA 
clone IMAGE:4051 098 5') 


BF130672 




NP_003655 


14547 


0.030134 


cDNA FLJ1 1469 fis, clone 

HEMBA1001658. /gb=AK021531 

/gi-1 0432731 /ug=Hs.22439o /len=1665 


AK021531 


Hs.224398 






n n/ioo a o 
U.U42212 


dn.5eU4.yl Morton f-etal Cochlea cDNA 
clone IMAGE:2483406 5', mRNA 
sequence /cione-ilviAljb.24oo4Ub 
/clone_end=5' /gb=AW020719 
/gi=5874249 /ug=Hs.233140 /len=357 


AW020719 


Hs.233140 






U.UZo4f 4 


to 1 (nOoigU/.SI NL/I WjAH AA1 
IMAGE: 1 113276 3") 


AAo13oo1 






14664 


0.021575 


EST(ob01g03.s1 NCI_CGAP_Kid3 cDNA 
clone IMAGE: 1322452 3') 


AA740661 




NP_055459 


14682 


0.047854 


clone IMAGE:5277612, mRNA 
/gb=BC043650 /gi=27693174 
/ug— ns.o/ ouoy /ien— 0/ zo 


BC043650 


Hs.378059 




14688 


0.019682 


cDNA FLJ34825 fis, clone 

NT?NF?nn878^ wpaklv similar tn 

IN 1 ^.IN L^UUO f OJ, WddMy oil 1 Midi LU 

ANTER-SPECIFIC PROLINE-RICH 

PROTEIN APG. /gb=AK092144 

/gi=21 750666 /ug=Hs.376593 /len=2130 


AK092144 


Hs.376593 




14698 


0.002382 


EST(MR1-MT0282-191200-005-b11 
MT0282 cDNA ) 


BF904004 
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Genes Corresponding To Differentially Expressed Genes in Figure 15 - H 


yperlipidemia 


opOt 


p-vaiue 


Description 


Gene 

Accession No. 


Unigene 

Accession 

No. 


Protein 

Accession 

No. 


14708 


0.028474 


FLJ11397 fis. clone HEMBA1 000622 
/cds=UNKNOWN /gb=AK021459 
/gi=10432651 /ug=Hs.169068 /len=1512 


AK021459 


Hs. 169068 




l4/Ol 




ui-i -bui -ajq-n-i u-u-ui.si 
NCLCGAP_PI2 cDNA clone UI-1-BC1- 
ajq-h-10-0-UI 3', mRNA sequence 
/cione-ui-i-bOi-ajq-n-io-O-Ul 
/clone_end=3' /gb=BQ010713 
/gi=19735614/ug=Hs.281575 /len=1108 


BQ01Q713 


HS.281575 






V.UoZdoo 


bo 1 (o end Clone-! MAob. 25401 92) 
/clone_end=3' /gb=BI495875 
/gi=15335219 /ug=Hs.347887 /len=354 


BI495875 


M _ O A 7007 

HS. 347887 


NP_003109 


14804 


0.039603 


splicing factor, arginine/serine-rich 12 

/CCDC10\ m DMA /^Hp-ZQ/IO 4 QCQ\ 

(orKolZ;, IDKlNA /C0S-(o4^,lOOoj 

/gb=NM_139168 /gi=21 040254 
/ug=Hs.381165 /len=3811 


NM_1 39168 


Hs.381165 


NP_631907 


14819 


0.012481 


FLJ 14036 fis, clone 

nbMbA lUU4f Uy/caS-UNr\l\IvJWN 

/gD-Aj\uz4uyo /gi- iU4oooy4 
/ug=Hs.306663/len=2067 


AK024098 


Hs.306663 






H f\AAQG 

U.U44yo 


KUl-NNUU/o-UyUoUu-U 12-TU2 NNOUM 

cuna, mKNA sequence /gD-AWo9oo15 
/gi=8062820 /ug=Hs. 130729 /len=660 


AW89861 o 


HS. 130729 




14937 


0.04496 


control 








14948 


0.011037 


EST(Fetal Cochlea Homo sapiens cDNA 
clone IMAGE:2537435 5' ) 


BI497119 




NP_006826 


14956 


0.014988 


No significant match 


SEQ.ID.No.38 






14962 


0.037729 


No significant match, 
ORF+3(30~140) +2(131-232) 


SEQ.ID.No.72 







83 



